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Professional Summary 
 
15+ years of multi-faceted, cross-functional experience in managing and analyzing data 
generated by diverse high-throughput genomic technologies. Hands on and leadership 
experience in genomics, big data management, analysis pipelines, interpretation and 
application development in academic/government and commercial settings. 
 
 
Work / Research Experiences 
 

Jul ’16 - present Associate Director, Computational Sciences,  
The Jackson Laboratory for Genomic Medicine, Farmington, CT 

  
Jun ’13 – Jul ‘16 Bioinformatics Group Lead, Institutional Informatics - 

Genomic Technologies R&D 
Joint Genome Institute, Lawrence Berkeley National Laboratory, 
California, USA. 

  
Sep ’11 – May ‘13 Senior Bioinformatics Analyst/Lead Programmer, 

Children Nutrition Research Centre, Baylor College of Medicine, 
Houston, Texas, USA. 

  
Mar ’11 – Aug ‘11 Bioinformatics Manager, 

Temasek Life Sciences Laboratory Limited, Singapore. 
  
July ’09 – Dec ’10 Principal Associate Scientist, 

Lilly Singapore Centre for Drug Discovery Pte Ltd, Eli Lilly & Co, 
Singapore. 

  
July ’08 – June ’09 Staff Scientist, 

Lilly Singapore Centre for Drug Discovery Pte Ltd, Eli Lilly & Co, 
Singapore. 

  
Apr ’03 – June ’08 Senior Bioinformatic Specialist/Team Lead, 

Scientific Computing, Genome Institute of Singapore. 
  
May ’02 – Mar ’03 Research Assistant, 
Scientific Computing, Genome Institute of Singapore. 
  
July ’00 – Apr ’02 Research Scholar, 

Bioinformatics Centre, Bio-chemistry Department,  
Faculty of Medicine, NUS, Singapore. 
 

 
Editorial Tasks 

 
• Reviewer: “Nature Science Reports”, “Bioinformatics”, “Bioinformation”, “Journal of 

Proteomics and Bioinformatics”. 
 

• Program Committee & Reviewer:  International Conference on Bioinformatics (InCoB) 
2014. 



 
 
 

 
Educational Qualifications 

 
2005-2007 Graduate Diploma (Software Engineering) 

Institute of System Science, 
National University of Singapore, Singapore 
 

2000-2002 M.Sc. (Bioinformatics) 
National University of Singapore, Singapore 
 

1995-1997 M.Sc. (Biochemistry) 
Bharathidasan University, India 
 

 
Key conference and workshops attended 
 

• Big Data Boot camp – AMP Camp 6, November 2015 - UC Berkeley, Berkeley, USA. 
 

• Invited talk at Genomics in Action, November 2015 – University of Oregon, Eugene, 
Oregon, USA. 
 

• Invited talk at 10th Annual DOE Joint Genome Institute Genomics of Energy & 
Environment Meeting, March 2015 – Walnut Creek, California, USA. 
 

• Invited talk at 9th Annual DOE Joint Genome Institute Genomics of Energy & 
Environment Meeting, March 2014 – Walnut Creek, California, USA. 
 

• NIH-Roadmap Epigenomics Program Investigators Meeting, May 2012 – Bethesda, 
Washington DC, USA. 
 

• Invited talk at 3rd Epigenome Informatics Workshop, March 2012 – Baylor College of 
Medicine, Houston, Texas, USA. 
 

• Microarray Data Normalization, May 2004 – Harvard Medical School, Boston, USA. 
 

• Bioconductor Tutorial, June 2003 – Intelligent Systems for Molecular Biology (ISMB), 
Australia. 

 
• International Conference on Bioinformatics (INCOB), 2002-Bangkok, Thailand. 
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