HAITHAM ASHOOR

haitham.ashoor@jax.org - Mobile:+1 860-328-9236
1252 Farmington Ave, Farmington, CT, 06032

CURRENT POSITION

Application Computational Scientist at The Jackson Laboratory for Genomic Medicine
10 Discovery Dr, Farmington, CT 06032

EDUCATION
King Abdullah University of Science and Technology (KAUST) Thuwal, Saudi Arabia
Ph.D. in Computer Science Sep 2011 - May 2017
King Abdullah University of Science and Technology (KAUST) Thuwal, Saudi Arabia
MS in Computer Science September 2009 — August 2011
University of Jordan Amman, Jordan
BS in Computer Engineering October 2004 — August 2008
EXPERIENCE
RIKEN Center for Life Science Technologies (CLST) Yokohama, Japan
Visiting PhD student May 2015 - June 2015

o Bioinformatics analysis for short and long non-coding RNAs (within FANTOMD5 project)
o Mentor: Dr. Michiel de Hoon

Institut Curie Paris, France
Intern June 2012 - August 2012

o Developed HMCan, a copy number aware ChIP-seq peak caller.
o Mentor: Dr. Valentina Boeva

IBM T.J. Watson Research Center New York, USA
Intern Summer 2010 and Summer 2011

o Implemented a parallel high performance middleware transport layer
o Mentor: Dr. James Sexton
TECHNICAL SKILLS

o Programming and tools proficiency: C++, Python, R, Matlab
Machine learning libraries and frameworks: Scikit-learn, Weka, LibSVM
Databases: MySQL and PostgreSQL

Operating Systems: Linux, MacOSX, and Windows

DEVELOPED SOFTWARE AND DATABASES

o HMCan-diff: method to detect changes in histone marks in cells with different genetic backgrounds.

o

o

o

www. cbre. kaust. edu. sa/hmcan
o HMCan: amethod for detecting chromatin modifications in cancer samples using ChlP-seq data
www. cbre. kaust. edu. sa/hmcan
o DTS: Dragon TIS spotter. a method to detect translation initiation site biological signal from DNA
sequence.
www. cbre. kaust. edu. sa/dts
o DENdb: an integrated human enhancers database www. cbre. kaust. edu. sa/dendb


www.cbrc.kaust.edu.sa/hmcan
www.cbrc.kaust.edu.sa/hmcan
www.cbrc.kaust.edu.sa/dts
www.cbrc.kaust.edu.sa/dendb
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Mora AMT, Ashoor HY, Jankovic BRf, Kamau A, Awara K, Chowdhary R, Archer JA, Bajic VB. Dragon
TIS Spotter: an Arabidopsis-derived predictor of translation initiation sites in plants. Bioinformatics.
2013 Jan 1;29(1):117-8. doi: 10.1093/bioinformatics/bts638. (T equally contributing first author)
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LANGUAGES

o Arabic: Native speaker
o English: Proficient

ACHIEVEMENTS AND AWARDS

o Academic Excellence Award, KAUST 2012 - 2013 and 2013 - 2014
o KAUST Discovery Scholarship and Fellowship August 2008



