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Positions Held:

8/18-present

11/1/20-present

12/10-07/18

12/09-12/10

9/09-12/13

6/04-12/09

09/04-12/04

08/02-12/02

08/97- 5/00

5/97-8/97

09/95-05/97

Research Scientist
The Jackson Laboratory, Bar Harbor, ME
Laboratory of Dr. Elissa J. Chesler

Adjunct Professor
Emory College of Arts and Sciences, Atlanta GA
Department of Psychology

Associate Research Scientist
The Jackson Laboratory, Bar Harbor, ME
Laboratory of Dr. Elissa J. Chesler

Scientific Curator: Alleles & Phenotypes
Mouse Genome Informatics, The Jackson Laboratory, Bar Harbor, ME
Dr. Janan Eppig

Adjunct Instructor
The University of Maine at Augusta, Ellsworth ME
Adjunct Instructor of Bio 320 Microbiology 4 credits

Post-Doctoral Research Fellow
The Jackson Laboratory, Bar Harbor, ME
Advisor: Dr. Derry C. Roopenian, liaison Dr. John P. Sundberg

Scientific Mentor for West Bend High School
Milwaukee School of Engineering, Milwaukee WI
Molecular Modeling Course

Academic Tutor

Marquette University, Milwaukee WI

Introductory Biology and Introductory Chemistry for Educational Opportunities
Program

Teaching Assistant

Marquette University

Experimental Genetics, Experimental Cell Biology, Molecular Basis of Life,
Introductory Biology and Principles of Biological Investigation.

Microchemistry Research Intern
The Jackson Laboratory, Bar Harbor, ME
Advisor: Kevin Johnson, M.S.

Calculus | and Calculus Il Tutor
The University of Maine at Farmington
Advisor: Dr. Gail Lange and Dr. Elizabeth Joseph.



Education:

5/04 Doctor of Philosophy in Biological Sciences, Marquette University,
Milwaukee WI
Advisor: Michael J. Schlappi
Thesis: Characterization of the low-temperature response of EARLI1 in
Arabidopsis thaliana.
Preparing Future Faculty Certification

8/97 Bachelor of Arts, The University of Maine at Farmington, Farmington ME
Maijor in Biology
Minors in Chemistry and Mathematics
Honors Program Pin Recipient
Advisor: Dr. Daniel Buckley

Honors & Awards:

1997 Peter Mills Internship Award, University of Maine Farmington

2001 Charles O'Hare Graduate Fellowship, Marquette University

2002 Marquette University Fellowship, Marquette University

2002 Plant Physiology Travel Grant

2002 Travel Fellowship, American Society of Plant Biologists

2003 Arthur J. Schmitt Graduate Fellowship, Marquette University

2004-2006 NIH R32 Training Grant 2004-2006

2007 Arthritis Foundation Travel Grant

2007 Baltic States Summer School Marie Curie Conferences and Training Course
Fellowship

2008 Society for Investigative Dermatology Travel Award

2019 Distinguish Toastmaster Award

Active Memberships

Sigma Xi

Research Society on Alcoholism

International Mammalian Genomics Society
International Behavioral and Neural Genetics Society
NIDA Genetics Consortium

Ad-hoc Journal Reviewer
Genes Brain and Behavior, Experimental and Molecular Pathology, International Journal of Obesity,
mSystems, Genetics, Sleep, The Journal of Rheumatology, Genes and Immunity.

Grant Review

2019 UNH External Reviewer for Pilot Projects

2019 NIH Molecular Neuropharmacology and Signaling Study Section

2020 NIH Molecular Neuropharmacology and Signaling Study Section

2020 NIH Genetics of Health and Disease Study Section

Invited Talks and Symposia

11/01/03 “Cold induction of EARLI1, a putative Arabidopsis lipid transfer protein, is light-
and calcium-dependent” Carroll College, Waukesha WI

4/15/05 “IL-21 and SLE” The University of Maine at Farmington, Farmignton ME

11/29/06 “Treatment of BXSB-Yaa mice with IL-21R-Fc fusion protein minimally attenuates

systemic lupus erythematosus.” 5th International Congress on Autoimmunity
Sorrento ltaly

4/27/07 “A QTL regulating Marginal Zone B cells in MRL x B6 F2 mice” 34th Maine
Biological and Medical Sciences Bar Harbor, ME



10/2/09
312112

4/2012

11/2013

6/24/16
5/9/17
11/14/17

1/9/2018

1/17/18

2/8/18

2/15/18

5/3/18
5/22/18

11/11/18
11/30/18

11/30/18

5/8/19

5/13/19

6/9/19

7/19/19

8/16/19

9/7/19

9/15/19
9/24/19

3/4/20

"Searching for Secondary Modifiers of Junctional Epidermolysis Bullosa in Mice"
Pfizer Groton CT

“Host-microbiome interactions in the Collaborative Cross Mice” The University of
Maine at Farmington, Farmington ME

“Accelerating Discovery for Complex Neurological and Behavioral Disorders
Through Systems Genetics and Integrative Genomics in the Laboratory Mouse”
Maine Society for Neuroscience, University of New England Biddeford ME
“Effect of genetic diversity of collaborative cross mice on intestinal microbial
communities and their association with disease related traits in mice.” Maine
Society for Neuroscience, Colby College Waterville ME

“Bidirectional translational genetics of Alcohol Use Disorder through integrative
functional genomics” at RSA Denver CO

“GeneWeaver” at Neurogenetic Tools workshop Bar Harbor

“Detecting genetic variation in morphine LD50 in founder strains of the
Collaborative Cross and Diversity Outbred mouse populations” Maine Society for
Neuoscience UNE Biddeford ME

“Detecting genetic variation in morphine LD50 in founder strains of the
Collaborative Cross and Diversity Outbred mouse populations. NIDA Genetic
Consortium. Bethesda MD

“Heterogeneous data integration for cross-species functional genomics in
GeneWeaver” Colby College Course Waterville Maine (Virtual)

“Heterogeneous data integration for cross-species functional genomics in
GeneWeaver” Graduate Mammalian Genetics Course, Bar Harbor ME
“Heterogeneous data integration for cross-species functional genomics in
GeneWeaver” Davidson University, NC (Virtual)

“GeneWeaver” at Neurogenetic Tools workshop Bar Harbor

“Heterogeneous data integration for cross-species functional genomics in
GeneWeaver” JAX Genomic Medicine Farmington CT

“GeneWeaver for Integrative Functional Genomics” Rio Grande, Puerto Rico
“Heterogeneous data integration for cross-species functional genomics in
GeneWeaver” Systems Neurogenetics Workshop and Presentations University of
Tennessee Health Sciences Center, Memphis TN

“Genetic Variation in Opioid Induced Respiratory Depression in Mice” Systems
Neurogenetics Workshop and Presentations University of Tennessee Health
Sciences Center, Memphis TN

“Microbiome and addiction or addiction predictive behaviors” Gut Biology: Bates
College. Mount Desert Island Biological Laboratory Bar Harbor ME
“GeneWeaver for Integrative Functional Genomics” Big Data Genomics
Workshop. The Jackson Laboratory Bar Harbor ME

“The relationship between host genetics, microbiome composition and addictive
or addictive-predictive behavior” Complex Trait Consortium. La Jolla CA
“Genetic Variation in Opioid-Induced Respiratory Depression in Mice” From
Research to Recovery: New Approaches to the Opioid Crisis. Case Western
Reserve University Cleveland OH

“Genetic Variation in Opioid-Induced Respiratory Depression in Mice” Developing
Countermeasures to Rescue Opioid-Induced Respiratory Depression. Trans NIH
Meeting Bethesda MD

“Microbiome in Health and Disease” Frontiers in Hepatobiliary and
Gastrointestinal Physiology course. Mount Desert Island Biological Laboratory
Bar Harbor ME

“GeneWeaver for Integrative Functional Genomics” at Short Course on Addiction
Genetics. The Jackson Laboratory Bar Harbor ME

“GeneWeaver for Integrative Functional Genomics” International Mammalian
Genetics Conference. Strasbourg, France

“Personal Genetics, Addiction and Opioid Induced Respiratory Depression”
Maine Health Allies, Portland ME



6/5/20

“The microbial community dynamics of cocaine sensitization in two behaviorally
divergent collaborative cross strains” NIDA Science Friday (Virtual)

Publications https://scholar.google.com/citations?user=RtykxjgAAAAJ&hl=en
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Funding:
ACTIVE
Domestic Active Grant Support

5 U01 DA043809-03 (Bubier, Weinstock) 9/30/2018 - 7/31/2023  5.64 Calendar

NIH/NIDA Annual Direct: $435,860 Total Costs: $3,967,478
Genetic Control of Addiction by Host and Microbiome

This project aims to define the role of the gut microbiome in addictive behavior, both by showing that
changes in bacterial abundances or gene expression can affect such behavior, and by showing how
host gene variants can affect addictive behavior via their effects on the gut microbiome.

Role: PD/PI

1 RO1 DA048890-01A1 (Bubier) 4/1/2020 - 1/31/2025 3.60 Calendar
NIH/NIDA Annual Direct: $456,644 Total Costs: $3,352,516
Genetic Variation in Opioid Induced Respiratory Depression in Mice

The long term goal is to define the biological basis of opioid overdose risk and to discover safe and
effective novel reversal agents.

Role: PD/PI



5 R01 DA042742-03 (Palmer) 4/1/2018 - 3/31/2023 0.60 Calendar

NIH/NIDA Annual Direct: $7,763 Total Costs: $61,656
Integrative Prioritization of Alcohol and Drug-Addiction Related Genetic Loci

This project aims to address the problem of limited predictive power in alcohol and tobacco/nicotine
genetic studies by using an integrative approach and existing data and bioinformatics resources to: (1)
localize genetic variants that comprise the additive genetic effects on alcohol and tobacco use and
dependence, and (2) develop a novel and freely-available resource that enhances the way existing
genetically informed samples are used for alcohol and tobacco risk prediction.

Role: Consortium PI

5 DP1 DA042103-04 (Palmer) 9/15/2017 - 7/31/2022  0.84 Calendar

NIH/NIDA Annual Direct: $9,013  Total Costs: $76,806

The Kinship Risk Score: An Integrative Tool to Prioritize Alcohol and Drug-Addiction Related Genes for
Enhanced Risk Prediction

The goal for this project involves the discovery, characterization, prioritization of addiction phenotypes
using a set of genetic factors that contribute to the observed additive genetic effects due to genotyped
and imputed SNPs.

Role: Consortium PI

1 R21 Al145400-01A1 (Menachery) 7/1/2020 - 6/30/2022 0.84 Calendar

NIH Annual Direct: $8,020  Total Costs: $27,679

The Host Genetics of Age-Dependent Susceptibility

The major goal of this project is identifying genetic correlates associated with aging immunity and age-
dependent susceptibility following SARS-CoV infection.

Role: Consortium PI

1 R21 AA027858-01A1 (Zhou) 5/20/2020 - 4/30/2022  0.48 Calendar

NIH/NIAAA Annual Direct: $5,417  Total Costs: $19,088

The role of the gut microbiome as a non-genetic factor in influencing excessive alcohol drinking

The overall goals of this project are to test the role of the gut microbiome in alcohol preference, improve
our understanding of the etiology of Alcohol Use Disorder (AUD), and lay the groundwork to develop
novel therapeutic strategies for AUD, including pro- and/or pre-biotic manipulation of the gut
microbiome.

Role: Consortium PI

SUBMITTED

P50 (Johnson) 7/1/2021-6/30/2026 $10,000,0000
NIH/NIDA

Integrative Omics Center for Accelerating Neurobiological Understanding of Opioid Addiction (ICAN)
The overarching goal is to identify actionable biological drivers of opioid addiction.

Role: Subcontract / Consortium Co-Investigator

SUBMITTED

R42 (Signal Solutions, LLC) 7/1/2021-6/30/2023 $1,647,581
NIH/HLB

Technology for Non-invasive High-throughput Breath Tracking in Rodents

Role: Subcontract / Consortium PI

COMPLETED
Post Doctoral Fellowship $50,000 07/01/2006-07/01/2009
Arthritis Foundation



