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Curriculum Vitae

Positions Held:

8/21-present Senior Research Scientist
Center for Addiction Biology
The Jackson Laboratory, Bar Harbor, ME
Laboratory of Dr. Elissa J. Chesler

8/18-8/21 Research Scientist
The Jackson Laboratory, Bar Harbor, ME
Laboratory of Dr. Elissa J. Chesler

11/1/20-present Adjunct Professor
Emory College of Arts and Sciences, Atlanta GA
Department of Psychology

12/10-07/18 Associate Research Scientist
The Jackson Laboratory, Bar Harbor, ME
Laboratory of Dr. Elissa J. Chesler

12/09-12/10 Scientific Curator: Alleles & Phenotypes
Mouse Genome Informatics, The Jackson Laboratory, Bar Harbor, ME
Dr. Janan Eppig

9/09-12/13 Adjunct Instructor
The University of Maine at Augusta, Ellsworth ME
Adjunct Instructor of Bio 320 Microbiology 4 credits

6/04—-12/09 Post-Doctoral Research Fellow
The Jackson Laboratory, Bar Harbor, ME
Advisor: Dr. Derry C. Roopenian, liaison Dr. John P. Sundberg

09/04-12/04 Scientific Mentor for West Bend High School
Milwaukee School of Engineering, Milwaukee WI
Molecular Modeling Course

08/02-12/02 Academic Tutor
Marquette University, Milwaukee WI
Introductory Biology and Introductory Chemistry for Educational Opportunities
Program

08/97- 5/00 Teaching Assistant
Marquette University
Experimental Genetics, Experimental Cell Biology, Molecular Basis of Life,
Introductory Biology and Principles of Biological Investigation.



5/97-8/97 Microchemistry Research Intern
The Jackson Laboratory, Bar Harbor, ME
Advisor: Kevin Johnson, M.S.

09/95-05/97 Calculus | and Calculus Il Tutor
The University of Maine at Farmington
Advisor: Dr. Gail Lange and Dr. Elizabeth Joseph.

Education:

5/04 Doctor of Philosophy in Biological Sciences, Marquette University,
Milwaukee WI
Advisor: Michael J. Schlappi
Thesis: Characterization of the low-temperature response of EARLI1 in
Arabidopsis thaliana.
Preparing Future Faculty Certification

8/97 Bachelor of Arts, The University of Maine at Farmington, Farmington ME

Major in Biology

Minors in Chemistry and Mathematics
Honors Program Pin Recipient
Advisor: Dr. Daniel Buckley

Honors & Awards:

1997 Mills Family Internship Award, University of Maine Farmington

2001 Charles O'Hare Graduate Fellowship, Marquette University

2002 Marquette University Fellowship, Marquette University

2002 Plant Physiology Travel Grant

2002 Travel Fellowship, American Society of Plant Biologists

2003 Arthur J. Schmitt Graduate Fellowship, Marquette University

2004-2006 NIH R32 Training Grant 2004-2006

2005-2008 Arthritis Foundation Postdoctoral Fellowship

2007 Arthritis Foundation Travel Grant

2007 Baltic States Summer School Marie Curie Conferences and Training Course
Fellowship

2008 Society for Investigative Dermatology Travel Award

2019 Distinguish Toastmaster Award

Active Memberships

College on Problems of Drug Dependence

Sigma Xi

Research Society on Alcoholism

International Mammalian Genomics Society
International Behavioral and Neural Genetics Society
NIDA Genetics Consortium

Ad-hoc Journal Reviewer

Genes Brain and Behavior (8), Experimental and Molecular Pathology, International Journal of Obesity,
mSystems (2), Genetics (2), Sleep, Alcohol, The Journal of Rheumatology, Genes and Immunity,
Neuroscience, Neuropsychopharmacology, Microbiome, Frontiers in Pharmacology, Gut microbes (2),
Mammalian Genome (2)

Guest Editor -Genes

Grant Review
2019 UNH External Reviewer for Pilot Projects



2019 NIH Molecular Neuropharmacology and Signaling Study Section
2020 NIH Molecular Neuropharmacology and Signaling Study Section
2020 NIH Genetics of Health and Disease Study Section

2021 NIH Special Emphasis Study Section (ZRG1 MDCN-V)

2021 NIH Special Emphasis Study Section (ZDA1 IXR-Q)

2021 NIH CEBRA Study Section

2022 NIH HEAL Review (ZDA1 IXR-Q)

2022 NIH Contract Review

2022 NIH CEBRA Study Session Spring

2022 NIH CEBRA Study Session Fall

2023 NIH Fellowships: Behavioral Neuroscience ZRG1 F02A-W (20)
2023 NIH Special Emphasis Study Section ZDA1 JRB-N (O1) R
2023 NIH CEBRA Study Section Fall

Service

2023 IBANGS Windsor Meeting Planning Committee

2023- Advisory Council for Hands and Voices association with MECDHH

2023- JAX Student Symposium Poster and Presentation Judge

2023- International Committee on Standardized Genetic Nomenclature for Mice
2023 IBANGS Galway Meeting Organization Committee

2023 JAX Faculty Retreat Planning Committee

2022- Appointed by Governor Mills to the Maine Educational Center for the Deaf and Hard of hearing.
2022 IBANGS Memphis Meeting Organization Committee

2022 JAX Faculty Retreat Planning Committee

2022 Member of IBANGS Membership Committee

Training

Shaunna Bennett (SSP)

Co-authored (PMID: 17911475), earned her Ph.D. at the University of Michigan and teaches at Georgetown
University

Caitlin Deane (SSP)
Earned her Ph.D. at the University of Illinois Urbana-Champaign and is now a scientific writer at St. Jude

Nkima Stephenson (SSP)

Received 2" Honors in the Georgia State Science Fair for her work, "Data Analysis of the Epigenetics of Drug
and Alcohol Dependence."” She took her work to the Intel International Science and Engineering Fair in Los
Angeles, CA, where she was awarded the 2™ prize Addiction Science Award for her work.
(https://www.drugabuse.gov/news-events/news-releases/2017/05/epigenetics-takes-center-stage-years-addiction-
science-awards).

Axis Fuksman-Kumpa (Academic Year Intern)
MDI high school student and a co-author (PMID: 30978202).

Christian Monroy Hernandez (Post-Baccalaureate Student)

Prepared for the MCAT applied and was accepted with a full scholarship to the Medical Scientist Training
Program (MD/Ph.D.) at Washington University in St. Louis. He presented his work internally at JAX, the regional
Neuroscience Conference at Colby, and the National Society for Advancement of Chicanos/Hispanics & Native
Americans in Science Conference (SACNAS 2019). He contributed significantly to several projects, including the
Opioid-Induced Respiratory Depression project, which he was a co-author on (PMID: 32917924) and a more
recently published microbiome study (PMID: 37114320)

Invited Talks

11/01/03 “Cold induction of EARLI1, a putative Arabidopsis lipid transfer protein, is light-
and calcium-dependent” Carroll College, Waukesha WI

4/15/05 “IL-21 and SLE” The University of Maine at Farmington, Farmignton ME

11/29/06 “Treatment of BXSB-Yaa mice with IL-21R-Fc fusion protein minimally attenuates

systemic lupus erythematosus.” 5th International Congress on Autoimmunity
Sorrento ltaly

4/27/07 “A QTL regulating Marginal Zone B cells in MRL x B6 F2 mice” 34th Maine
Biological and Medical Sciences Bar Harbor, ME


https://www.drugabuse.gov/news-events/news-releases/2017/05/epigenetics-takes-center-stage-years-addiction-science-awards
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8/16/19
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9/15/19

9/24/19

3/4/20

"Searching for Secondary Modifiers of Junctional Epidermolysis Bullosa in Mice"
Pfizer Groton CT

“Host-microbiome interactions in the Collaborative Cross Mice” The University of
Maine at Farmington, Farmington ME

“Accelerating Discovery for Complex Neurological and Behavioral Disorders
Through Systems Genetics and Integrative Genomics in the Laboratory Mouse”
Maine Society for Neuroscience, University of New England Biddeford ME
“Effect of genetic diversity of collaborative cross mice on intestinal microbial
communities and their association with disease related traits in mice.” Maine
Society for Neuroscience, Colby College Waterville ME

“Bidirectional translational genetics of Alcohol Use Disorder through integrative
functional genomics” at RSA Denver CO

“GeneWeaver” at Neurogenetic Tools workshop Bar Harbor

“Detecting genetic variation in morphine LD50 in founder strains of the
Collaborative Cross and Diversity Outbred mouse populations” Maine Society for
Neuoscience UNE Biddeford ME

“Detecting genetic variation in morphine LD50 in founder strains of the
Collaborative Cross and Diversity Outbred mouse populations. NIDA Genetic
Consortium. Bethesda MD

“Heterogeneous data integration for cross-species functional genomics in
GeneWeaver” Colby College Course Waterville Maine (Virtual)

“Heterogeneous data integration for cross-species functional genomics in
GeneWeaver’ Graduate Mammalian Genetics Course, Bar Harbor ME
“Heterogeneous data integration for cross-species functional genomics in
GeneWeaver” Davidson University, NC (Virtual)

“GeneWeaver” at Neurogenetic Tools workshop Bar Harbor

“Heterogeneous data integration for cross-species functional genomics in
GeneWeaver” JAX Genomic Medicine Farmington CT

“GeneWeaver for Integrative Functional Genomics” Rio Grande, Puerto Rico
“Heterogeneous data integration for cross-species functional genomics in
GeneWeaver” Systems Neurogenetics Workshop and Presentations University of
Tennessee Health Sciences Center, Memphis TN

“Genetic Variation in Opioid Induced Respiratory Depression in Mice” Systems
Neurogenetics Workshop and Presentations University of Tennessee Health
Sciences Center, Memphis TN

“Microbiome and addiction or addiction predictive behaviors” Gut Biology: Bates
College. Mount Desert Island Biological Laboratory Bar Harbor ME
“GeneWeaver for Integrative Functional Genomics” Big Data Genomics
Workshop. The Jackson Laboratory Bar Harbor ME

“The relationship between host genetics, microbiome composition and addictive
or addictive-predictive behavior” Complex Trait Consortium. La Jolla CA
“Genetic Variation in Opioid-Induced Respiratory Depression in Mice” From
Research to Recovery: New Approaches to the Opioid Crisis. Case Western
Reserve University Cleveland OH

“Genetic Variation in Opioid-Induced Respiratory Depression in Mice” Developing
Countermeasures to Rescue Opioid-Induced Respiratory Depression. Trans NIH
Meeting Bethesda MD

“Microbiome in Health and Disease” Frontiers in Hepatobiliary and
Gastrointestinal Physiology course. Mount Desert Island Biological Laboratory
Bar Harbor ME

“GeneWeaver for Integrative Functional Genomics” at Short Course on Addiction
Genetics. The Jackson Laboratory Bar Harbor ME

“GeneWeaver for Integrative Functional Genomics” International Mammalian
Genetics Conference. Strasbourg, France

“Personal Genetics, Addiction and Opioid Induced Respiratory Depression”
Maine Health Allies, Portland ME
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7/20/2023
10/11/2023

10/17/2023

11/15/2023

“The microbial community dynamics of cocaine sensitization in two behaviorally
divergent collaborative cross strains” NIDA Science Friday (Virtual)

“Host genetics, microbiome, and behavior” (Virtual) to the Leeds Institute of
Medical Research at St James's Virtual Seminar Series

“Genetic Control of Addiction by Host and Microbiome”, Marquette University
Milwaukee WI.

“Host genetic control of a microbe that regulates host serotonin production,”
Faculty Retreat Westin Hotel Portland Maine.

“Genetic Variation in Respiratory Function and Opioid Sensitivity” IMGC
Tuskuba, Japan

“Closing the loop on Turicibacter” IBANGS, Galway, Ireland.

"Host and Genetic Control of Addiction” College on Problems of Drug
Dependence. Denver,CO

Governor Mills’ 5" Annual Opioid Summit, Portland Maine

“Conditional inference trees to visualize dense systems genetics data.” Complex
Trait Consortium, Memphis TN (Remote)

“Biological Basis of Addiction”- Panel Member Maine Biomedical Innovation and
Technology Conference Portland Maine.

“Who'’s calling the shots: Host and microbiome control of addiction and addiction-
related behavior in mice.” University of Maine at Farmington, invited talk
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