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Research Experience

- Developing a high-throughput algorithm to identify links between small
molecules and miRNAs in 23 different cancers through evaluating the extent of
expression pattern similarity of differentially expressed genes between
cancer-related miRNA regulations and small molecules perturbation based on
the Kolmogorov-Smirnov test.

- Analyzing the topological property of the heterogeneous network containing
two type of nodes.

- Dissecting the functional miRNA/small molecule modules in small molecule-
miRNA networks and investigating biological mechanisms from miRNA/small
molecule modules based on biological and chemical features including
biological process, miRNA family, two-dimensional structure of drug and drug
interaction information.

- Developing an algorithm to identify overrepresented adverse drug reaction
(ADR)-pathway combinations through merging clinical phenotypic data,
biological pathway data, and drug-target interactions.

- Using the text-mining tool PathNER to compile the known ADR-pathway
associations mentioned in abstracts or titles in the PubMed.

- Understanding the pathogenesis of ADRs through network analysis on
biology and pharmacology.

- Developing a random walk with restart-based algorithm to infer potential
protein-ADR relations.

- Identifying the feed-forward loops in the regulatory network.

- Predicting human microRNA precursors using GA-SVM.

Qualifications

Programming Ability Matlab is well used to write applications to process data
or implement algorithms. Familiar with MySQL database. R/Bioconductor,

Excel, Access, lllustrator and other softwares can be skillfully used for data
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processing, analyzing and drawing figures.

Software Application Ability Investigate, install, test, use and integrate
software under Windows platforms. Experience of using Cytoscape, PathNER,
ClueGo, etc.

Public Databases NCBI, Ensembl, Gene Ontology, KEGG, miRBase,
Drugbank, SIDER, STRING, TTD, etc.
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Teaching experience

Associate professor:  Liner algebra and application, Harbin

Associate professor:  Operations research, Harbin Medical University,

Instructor:

Instructor:

Instructor:

University, 2013-2016

2013-2016

Operations research, Harbin Medical University,

2006-2013

Numerical analysis, Harbin Medical University,

2006-2010
Matlab, Harbin Medical University, 2006-2010



