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Education
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Fellowships and Awards

1996-2001
2002-2004
2004
2004-2006
2005
2006

NIH graduate training Fellowship, Boston University of Medicine

Institutional NRSA Postdoctoral fellowship (HD07065) in developmental genetics

Awarded individual NRSA from NIH/NICHD (declined)

Individual Postdoctoral Fellowship (PF-04-245-010DDC) from the American Cancer Society
Awarded the Renee G. Adelman Cancer Research Fund

Fellowship from the American Cancer Society Midwest Division - Ann's Hope Foundation

Professional Activities

1997-1998

2005-
2007-

2011-2012

Lecturer, Early Medical School Selection Program (EMSSP) basic biochemistry course, Boston
University School of Medicine, Boston, MA

Biology course guest lectures, College of the Atlantic, Bar Harbor, ME

Ad hoc manuscript review, Genesis, Physiological Genomics, PLOSOne, Journal of Visualized
Experiments, Disease Models and Mechanisms, Mammalian Genome, Nature Communications,
American Journal of Medical Genetics, Human Molecular Genetics, Human Mutation,
Developmental Biology, Cell Reports, Biology of Reproduction, Development

Ad hoc member of the ICP1 NIH review panel



2012 Reviewed for the NIDCR ZDE MH14 Special Emphasis Panel

2012-2014 Project Director and Faculty Advisor, Genetic Engineering Technology (Molecular Biology, Cell
Biology and Microinjection services), The Jackson Laboratory

2013-2015  Ad hoc member of Comparative Medicine Special Emphasis Panel

2013-Present Editorial board, Mammalian Genome

2014-2020 Member, NIDCR Special Grants Review Committee (DSR)

2015-Present Faculty Partner, Genetic Engineering Technology, The Jackson Laboratory

Ongoing Research Support

2 UM1 HG006332-06 Braun, Murray, Svenson (PI) 8/1/2016-7/31/2021
NIH/NHGRI

The Jackson Laboratory Knockout Mouse Production and Phenotyping Project (JAX KOMP2)
Renewal of the KOMP2 program.

Role: Principal Investigator

5U42 OD011185-05 Murray, Taft Jr (Pl) 09/07/11-07/31/17 (NCE)

NIH/OD

High Throughput Production and Cryopreservation of Knockout Mice-The objective of this project is to
generate over 800 well-characterized knockout (KO) strains of mice over five years and deliver cohorts to the
JAX KOMP2 Phenotyping Center.

Role: Principal Investigator

2 R24 OD011190-05 Murray, Smith (PI) 09/09/11-05/31/19

NIH/OD

CRE Driver Strain Resources

The overall goal of this project is to develop and distribute comprehensive Cre strain resources and information
to the scientific community.

Role: Principal Investigator

2 P30 CA034196-29 Liu (PI) 07/01/14-06/30/19

NIH/NCI

Cancer Center Support (Core) Grant — Cancer Models Development Resource

The CMDR provides JAX Cancer Center (JAXCC) investigators access to existing cancer models and supports
development of new mouse models tailored to specific cancer research questions of importance to the Cancer
Center.

Role: Co-Project Leader

Completed Research Support

3 U54 HG006332-03S1 Braun, Svenson (PI) 08/01/13-07/31/16

NIH/NHGRI

The Jackson Laboratory KOMP2 Phenotyping Center - Administrative Supplement: Embryo Phenotyping
This proposal aims to expand the scope of the KOMP2 Program to include embryonic lethal phenotypes that
are not only important for understand gene function, but are also key models of human birth defects.

Role: Co-Investigator

5 R24 OD011190-03S1 Murray, Eppig (PI) 09/05/13-08/31/15

NIH/OD

Cre Driver Strain Resources: EUCOMMTOOLS Supplement

The goal of this supplemental project is to generate and characterize 10-15 new cre driver strains in
collaboration with EUCOMMTOOLS

Role: Principal Investigator

5U42 OD011185-04S1 Murray, Taft Jr (PI) 08/01/14-07/31/15
NIH/OD



High Throughput Production and Cryopreservation of Knockout Mice-Administrative Supplement.
Develop technology and test feasibility of scaled production of knockout mice using CRISPR technology.
Role: Principle Investigator

5 U01 DE020052-05 Murray (PI) 09/21/09-04/30/14

NIH/NIDCR

Technology Project: Genetic Tools and Resources for Orofacial Clefting Research

The overall goal of this project is to facilitate orofacial clefting research by generating new mouse genetic tools
and by providing a repository of mouse strains critical for clefting research community.

Role: Principal Investigator

5 U01 DE020052-04S1 Murray (PI) 8/15/2012-04/30/2014

NIH/NIDCR

Technology Project: Genetic Tools and Resources for Orofacial Clefting Research

The goal of this Competitive Revision is to identify, characterize and discover the causative gene(s) for
spontaneous and induced models of craniofacial dysmorphology, and provide new models to the scientific
community.

Role: Principal Investigator

3 P30 CA034196-28S3 Liu (PI) 09/21/09-04/30/14

NIH/NCI

Cancer Center Support (Core) Grant - Cell Biology/Microinjection

This service provides resources and techniques to scientists at The Jackson Laboratory for their transgenic
mouse and tissue culture experiments, particularly for embryonic stem cells.

Role: Project Leader

5 R03 DE019451 Murray (PI) 8/15/2012-04/30/2014

NIH/NIDCR

Genetic Characterization of a Novel Model of Cleft Palate

The overall goal of this project is to develop a novel ENU-induced mouse model of cleft palate. The two Aims
of this project are to 1) To genetically map and identify the specific gene that underlies the clfp4 mutation and
2) To define the developmental defects in clfp4 mice.

Role: Principal Investigator

5 R21 RR026117 Murray (PI) 09/07/09-08/31/12

NIH/NCRR

Enhancing the Utility of Cre Driver Lines Through Expanded Characterization

This project seeks to improve the value of the JAX Cre Repository by performing comprehensive
characterization of Cre strains. The Aims are to 1) To develop and validate an expanded set of standardized
protocols for comprehensive and high-throughput characterization of Cre driver line functionality; and 2) To
systematically characterize the functionality of a panel of Cre mouse lines and provide the data to the scientific
community.

Role: Principal Investigator
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* Corresponding author

Invited and symposium platform presentations (since 2011)

2011 Wadsworth Genetic Diseases in Children Conference, New York, NY (invited)

2011 North American Cystic Fibrosis Conference-Genetic Modifiers Workshop, Anaheim, CA (invited)

2011 20 Short Course on Experimental Models of Human Cancer, Bar Harbor, ME (invited instructor)

2011 KOMP2 kickoff/IMPC meeting, Washington DC (invited)

2011  InfraCOMP/IMPC meeting, Munich Germany (invited)

2012 Mouse as an Instrument for Ear Research |V, Bar Harbor, ME (invited)

2012 21" Short Course on Experimental Models of Human Cancer, Bar Harbor, ME (invited instructor)

2012 JAX-UCONN Symposium (invited)

2012 Gordon Research Conference-Craniofacial Morphogenesis, Ventura, CA (abstract selected)

2012 26" International Mammalian Genome Conference, St. Petersburg, FL (abstract selected)

2012 InfraCOMP/IMPC meeting on Embryonic Lethal Phenotyping, Bloomsbury, London, UK (co-organizer
and speaker)

2012 KOMP2/IMPC joint annual meeting, Bethesda, MD (invited)

2013 KOMP2/IMPC joint annual meeting, Galveston, TX (invited)

2013 22" Short Course on Experimental Models of Human Cancer, Bar Harbor, ME (invited instructor)

2013 NHLBI Animal models of lung disease workshop, Bethesda, MD (invited)

2013 IMPC Phenotyping Workshop, Toronto, ON (invited)

2013 EUCOMMTOOLS/IMPC meeting, Rome, IT (invited)

2014 Guest seminar, Maine Medical Research Institute, Scarborough, ME (invited)

2014 Guest seminar, JAX Genomic Medicine, Farmington, CT (invited)

2014 Transgenic Technology 2014, Edinburgh, UK (invited)

2014 28" International Mammalian Genome Conference, Bar Harbor, ME (abstract-selected)

2014 Tenth Comparative Medicine Resource Director’'s Meeting, Bethesda, MD (invited)

2014 Guest seminar, Seoul National University, Seoul RK

2014 IMPC meeting, Barcelona SP (invited)

2014 5" Biannual March of Dimes/Burroughs Wellcome Fund Preventing Prematurity Symposium (invited)

2015 Jackson Laboratory CRISPR/Cas9 workshop, Bar Harbor, ME (invited instructor)

2015 24" Short Course on Experimental Models of Human Cancer, Bar Harbor, ME (invited instructor)

2015 IMPC meeting, Seoul RK (invited)

2016 Transgenic Technology 2016, Prague, CZ (invited session chair)

2016 Guest seminar, University of South Carolina, Columbia, SC (invited)

2016 IMPC meeting, Strasbourg FR (invited)

2016 Guest seminar, Regeneron Pharmaceuticals, Tarrytown, NY (invited)

2016 Workshop on Neurogenetic Tools: Using Mouse Models to Study Human Disease (invited instructor)

2016 The Allied Genetics Conference, Orlando FL (abstract selected)

2016 Eleventh Comparative Medicine Resource Director's Meeting, Bethesda, MD (invited)

2016 25" Short Course on Experimental Models of Human Cancer, Bar Harbor, ME (invited instructor)

2016 Jackson Laboratory CRISPR/Cas9 workshop, Bar Harbor, ME (invited instructor)

2016 Mouse as an Instrument for Ear Research VI, Bar Harbor, ME (invited)



Mentoring
2006

2007
2009

2012-2014
2013

2014-
2014-2016
2015-2016
2016

The Jackson Laboratory Summer Student Program. Mentored Susan Lin, Project Title: The role
of the Snail gene in a mouse model of tumor metastasis

The Jackson Laboratory Summer Student Program. Mentored Stephanie Siegmund, Project
Title: Mapping and phenotypic characterization of a novel ENU-induced craniofacial mutant
The Jackson Laboratory Summer Student Program. Mentored Katelyn DeNegre, Project Title:
Characterization of cre driver lines for neurobiology research

Jocelyn Sharp, University of Maine, Master of Science thesis

The Jackson Laboratory Summer Student Program. Mentored Olivia Katz, Project Title:
Developmental genotyping and phenotyping of a novel mouse mutant

Sarah Edie, Postdoctoral Fellow

Candice Baker, Postdoctoral Fellow

William Miller and Kevin Elk, high school interns

Madison Luck, summer intern



