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PCR Reverse  (1639 .. 1663)

gRNA Protospacer  (1235 .. 1254)

Donor Template SNV -> REV(1173 .. 1272)  

Sanger Sequencing Primer(1027 .. 1046)  

PCR Forward(963 .. 987)  

EIF2B3

EIF2B3-201

EN...

EIF2B3-201

Donor Template SNV -> REV

gRNA Protospacer

SNV

CZK2J00155R_EIF2B3_I229M_G10_AA
2163 bp



5 ʹ

3 ʹ
85

EIF2B3

EIF2B3-201

T C C A T C T C A A A A A A A A A A A A A A A A A A A G A A A A A G A A A A A A A A G T C A G G C A C A G T G G C T C A T G C C T G T A A T C C C A G C A C T T T A A G A

A G G T A G A G T T T T T T T T T T T T T T T T T T T C T T T T T C T T T T T T T T C A G T C C G T G T C A C C G A G T A C G G A C A T T A G G G T C G T G A A A T T C T

170

EIF2B3

EIF2B3-201

G G C T G C A G C A G G C G G A T C A C T T G A G G C C A G G A G T T T G A G A C C A G C T T G G C C A A C A T G G C A A A A C C C C A T C C C T A C C A A A A A A T A C

C C G A C G T C G T C C G C C T A G T G A A C T C C G G T C C T C A A A C T C T G G T C G A A C C G G T T G T A C C G T T T T G G G G T A G G G A T G G T T T T T T A T G

255

EIF2B3

EIF2B3-201

A A A A A C A G C C A G G C A T T G T G G C A T G T G C C T G T A G T C C C A G C T A C T T G G G A G G C T G G A G C A C A A G A A T C A C T T G A A C C C A G G A G G C

T T T T T G T C G G T C C G T A A C A C C G T A C A C G G A C A T C A G G G T C G A T G A A C C C T C C G A C C T C G T G T T C T T A G T G A A C T T G G G T C C T C C G

340

EIF2B3

EIF2B3-201

A G A G G T T G C A G T G A G C T G A G A T C A T G C C A C T G C A C T C C A G C C T G G G C G A T A G A G C A A G A C T G T C T C A A A A A A A A A A A A A A A A T T A

T C T C C A A C G T C A C T C G A C T C T A G T A C G G T G A C G T G A G G T C G G A C C C G C T A T C T C G T T C T G A C A G A G T T T T T T T T T T T T T T T T A A T

425

EIF2B3

EIF2B3-201

G C C A G G C A T G T G G C T C T C A C A C C T G T A A T C C C A G C T T T C C A G C C A C T C A G G A G G C T G A G G T G G G A G A A T C A C T T G A A C C T G G G A G

C G G T C C G T A C A C C G A G A G T G T G G A C A T T A G G G T C G A A A G G T C G G T G A G T C C T C C G A C T C C A C C C T C T T A G T G A A C T T G G A C C C T C

510

EIF2B3

EIF2B3-201

G C A A A G G T T G C A G T G A G C T G A G A T C G C A C C A C T G T A C T C C A G C C T G G G C A A C A G A C A G A G T G A G A C C C T G T C T C A G A A A A A A A A A

C G T T T C C A A C G T C A C T C G A C T C T A G C G T G G T G A C A T G A G G T C G G A C C C G T T G T C T G T C T C A C T C T G G G A C A G A G T C T T T T T T T T T

595

EIF2B3

EIF2B3-201

A A A A A A A G T T T T C T C C C A A A G T T A G C T C A G C C T A T G T C C A G G A A T G A G C A A G A G C A A T T T G G A G G T T A A C A G C A A G A T G G A G T T G

T T T T T T T C A A A A G A G G G T T T C A A T C G A G T C G G A T A C A G G T C C T T A C T C G T T C T C G T T A A A C C T C C A A T T G T C G T T C T A C C T C A A C

680

EIF2B3

EIF2B3-201

A T T A G G T C A G A T T T C T T T C A C T G T C A T A A T T T T G T C A C T G T T A T T T T T G C A A A G G T G G T T T C A C C A C A A A A A G C T T T C G T G A T C T

T A A T C C A G T C T A A A G A A A G T G A C A G T A T T A A A A C A G T G A C A A T A A A A A C G T T T C C A C C A A A G T G G T G T T T T T C G A A A G C A C T A G A

765

EIF2B3

EIF2B3-201

G G C C C C C T T G C C T A C C T G A T T A G C T T A A C C T T C T G C T T T T C C T C T T A A A C T C A T A C A G G C T A C T G T C C A T T G G A T T A T G A A T T C C

C C G G G G G A A C G G A T G G A C T A A T C G A A T T G G A A G A C G A A A A G G A G A A T T T G A G T A T G T C C G A T G A C A G G T A A C C T A A T A C T T A A G G

850

EIF2B3

EIF2B3-201

T T G A A G T C A G A A A T G A T G T A T T T C C A A G G C C T A G C A C A G T A A C T C G C A T A T G C T T G G T A A A T G C T A C A T A A A T T A A T T A G C A A T A

A A C T T C A G T C T T T A C T A C A T A A A G G T T C C G G A T C G T G T C A T T G A G C G T A T A C G A A C C A T T T A C G A T G T A T T T A A T T A A T C G T T A T



935

EIF2B3

EIF2B3-201

T A A A A T T C T A A T A A G G T C A C A G T G T G A G A G A A C A C T G A A A A A C A T G T G C T A G T T T C T C A T C T C T C T G C T T T C C A T T G C T A A G T A T

A T T T T A A G A T T A T T C C A G T G T C A C A C T C T C T T G T G A C T T T T T G T A C A C G A T C A A A G A G T A G A G A G A C G A A A G G T A A C G A T T C A T A

1020

1105

1190

1275

1360

ENSE00001064945
EIF2B3-201



1445

EIF2B3

EIF2B3-201

(in frame with EIF2B3-201)
F S K R G K G S S T F G K S G W A A *

G T T C A G T A A G A G G G G C A A G G G T A G C A G C A C C T T T G G A A A G A G T G G T T G G G C A G C T T A G C C C A G C C C A A G A T G C C T G A C T C A A G G C

C A A G T C A T T C T C C C C G T T C C C A T C G T C G T G G A A A C C T T T C T C A C C A A C C C G T C G A A T C G G G T C G G G T T C T A C G G A C T G A G T T C C G

1530

EIF2B3

EIF2B3-201

A G C A G A C T A T T T C T A G C C T A C G A G G C A A G A C A G G C T T G C C A A C C C A C T G A G C T C T G G G T A A G C T T G C T C A G G C A G A T T C T G C C A C

T C G T C T G A T A A A G A T C G G A T G C T C C G T T C T G T C C G A A C G G T T G G G T G A C T C G A G A C C C A T T C G A A C G A G T C C G T C T A A G A C G G T G

1615

EIF2B3

EIF2B3-201

T G T G C T C T C G G C A A C A G G C T A A T C A T G C C T C C A G C C C C A T T C T C T G A T T C A T A G C T C T G G T T T G G C T G T G T T C C T C A C T A G A C C A

A C A C G A G A G C C G T T G T C C G A T T A G T A C G G A G G T C G G G G T A A G A G A C T A A G T A T C G A G A C C A A A C C G A C A C A A G G A G T G A T C T G G T

1700

EIF2B3

EIF2B3-201

T T T T G C C T T T A A A C T C C A C C T G C C A C T T C T T A G T T C C C C T G T T C T C T A G G C T C T A G G C A G C C C C G T T C C T G A T T A A A C T C A A C C T

A A A A C G G A A A T T T G A G G T G G A C G G T G A A G A A T C A A G G G G A C A A G A G A T C C G A G A T C C G T C G G G G C A A G G A C T A A T T T G A G T T G G A

1785

EIF2B3

EIF2B3-201

C T T T T A T C A A G G G A A G G A A A G T G A A G G A A T G T A C A A T T G C A G T C C A A C C A C A G G C C A A C C C A G G T G T C T C C G T G C C A G G A T C T G A

G A A A A T A G T T C C C T T C C T T T C A C T T C C T T A C A T G T T A A C G T C A G G T T G G T G T C C G G T T G G G T C C A C A G A G G C A C G G T C C T A G A C T

1870

EIF2B3

EIF2B3-201

A G A T C G G A T C T G T C T T G T T T G C T G T C A T A T C C C T A A T C C C C G G C C C A G T C G T G G A C T C A T A G T A G A T A T T C T G A A A A A G T A T T T A

T C T A G C C T A G A C A G A A C A A A C G A C A G T A T A G G G A T T A G G G G C C G G G T C A G C A C C T G A G T A T C A T C T A T A A G A C T T T T T C A T A A A T

1955

EIF2B3

EIF2B3-201

T C A A A T G A A T A C A C T G A C A G T A C A G C A T G A T G A T T A G G A C T G T A G A A C T G G G C A T C A G A C A G T T C T G G A T T T G A A A T C T G A C T G C

A G T T T A C T T A T G T G A C T G T C A T G T C G T A C T A C T A A T C C T G A C A T C T T G A C C C G T A G T C T G T C A A G A C C T A A A C T T T A G A C T G A C G

2040

EIF2B3

EIF2B3-201

C T C T T A C T A G C A T T G T G T C T T T T T T T T T T T T T A T T T T T T T G A G A C G G A G T C T C C C T C T G T C G C C C A G G C T G G A G G G C A G T G G C G C

G A G A A T G A T C G T A A C A C A G A A A A A A A A A A A A A T A A A A A A A C T C T G C C T C A G A G G G A G A C A G C G G G T C C G A C C T C C C G T C A C C G C G

2125

EIF2B3

EIF2B3-201

A A T C T C G G C T C A C T G C A A G C T C C G C C T C C C G G G T T C A C G C C A T T C T C C T G C C T C A G C C T C C C C A G C A G C T A G G A C T A C A G G C A C A

T T A G A G C C G A G T G A C G T T C G A G G C G G A G G G C C C A A G T G C G G T A A G A G G A C G G A G T C G G A G G G G T C G T C G A T C C T G A T G T C C G T G T



3 ʹ

5 ʹ
2163

EIF2B3

EIF2B3-201

C G C C A C C A C G C C C G G C T A A T T T T T G T A T T T T T A G T A G A

G C G G T G G T G C G G G C C G A T T A A A A A C A T A A A A A T C A T C T



Feature Location Size Type

✓ EIF2B3 1 .. 2163 2163 bp gene

/note = gene ENSG00000070785
Protein coding

✓ EIF2B3-201 1 .. 2163 2163 bp prim_transcript

/note = primary transcript ENST00000360403

EIF2B3-203 1 .. 2163 2163 bp prim_transcript

/note = primary transcript ENST00000372183

EIF2B3-204 1 .. 2163 2163 bp prim_transcript

/note = primary transcript ENST00000439363

EIF2B3-210 1 .. 2163 2163 bp prim_transcript

/note = primary transcript ENST00000620860

✓ Donor Template SNV -> REV 1173 .. 1272 100 bp misc_feature

✓ EIF2B3-201 1217 .. 1344 128 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000353575

/translation = SITSIRSELIPYLVRKQFSSASSQQGQEEKEEDLKKKELKSL
42 amino acids  =  4.8 kDa

EIF2B3-203 1217 .. 1344 128 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000361257

/translation = SITSIRSELIPYLVRKQFSSASSQQGQEEKEEDLKKKELKSL
42 amino acids  =  4.8 kDa

EIF2B3-204 1217 .. 1344 128 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000396985

/translation = Q*LLSGVN*FHI**ENSFPQLPHNRDKKKKRRI*RKRS*SP*
42 codons (6 internal stop codons)

EIF2B3-210 1217 .. 1344 128 bp CDS

/codon_start = 1

/note = coding sequence ENSP00000483996

/translation = SITSIRSELIPYLVRKQFSSASSQQGQEEKEEDLKKKELKSL
42 amino acids  =  4.8 kDa

✓ PAM 1232 .. 1234 3 bp misc_feature

✓ gRNA Protospacer 1235 .. 1254 20 bp misc_feature

✓ SNV 1247 .. 1247 1 bp misc_feature

/note = SNV = G
REV = T



Primer Length Binding Sites Tm Date Added

✓ PCR Forward 25-mer Sep 29, 2023963 .. 987 58°C

/sequence = ACTGAACTAAAGATCAGGTCCCTTC
44% GC  /  7610.0 Da

✓ Sanger Sequencing Primer 20-mer Sep 29, 20231027 .. 1046 59°C

/sequence = CCTGTCTCAGTACCCACCAG
60% GC  /  5997.9 Da

✓ Donor Template SNV -> REV 100-mer Sep 29, 20231173 .. 1272 71°C

/sequence = CCAGACAGTCAGGTTTCTCATATTTGGCCATTCTTTCTTTCTAGGTCAATAACTTCTATCCGGAGTGAACTGATTCCATATTTAGTGAGAAAACAGTTTT
37% GC  /  30,717.1 Da

✓ gRNA Protospacer 20-mer Sep 29, 20231235 .. 1254 42°C

/sequence = AATATGGCATCAGTTCACTC
40% GC  /  6076.0 Da

✓ PCR Reverse 25-mer Sep 29, 20231639 .. 1663 57°C

/sequence = TAGAGAACAGGGGAACTAAGAAGTG
44% GC  /  7837.2 Da


