leucine rich repeat kinase 2 [Source:HGNC Symbol; Acc:HGNC:18618]

gRNA Protospacer (5091 .. 5110)
(5029 .. 5128) Donor Sequence WT -> SNV | Sanger Sequencing Primer (5241 .. 5260)

(4609 .. 4633) PCR Forwardl \ PCR Reverse (5664 .. 5688)
2500 5000 7500 10,000
| [RRK2 >
| [RRK2-201 >
ll-----------.--l------.l--------------ll----’
LRRK2-201

Donor Sequence WT -> SNV

gRNA Protospacer

SNV

ASK2J00168_LRRK2_R1441C_D10_AB
11,606 bp



GGATGCCACCTAAAGTATAAGCATGTAGCTGTACTTTGAGAACACTAAATTGCATGCAGGTTTGTAGTGACTAGGTCTTC

CCTACGGTGGATTTCATATTCGTACATCGACATGAAACTCTTGTGATTTAACGTACGTCCAAACATCACTGATCCAGAAG

Y =>

| L[RRK2-201 >

TTGCCTTTACTGAAGGAGCAGAATGAAGTCACAGATAATGGATAACCAAATCCATTTTGTGGTAAGAACTTCCTTACTTT

AACGGAAATGACTTCCTCGTCTTACTTCAGTGTCTATTACCTATTGGTTTAGGTAAAACACCATTCTTGAAGGAATGAAA

I

LRRK2-201 :>

CAATGTCTTGAAGAGATGAAGTATGTTACCAAAGGAGATTGGGTTTTTTAATATTACAGATGAGTGACATAGATTGTTTG

GTTACAGAACTTCTCTACTTCATACAATGGTTTCCTCTAACCCAAAAAATTATAATGTCTACTCACTGTATCTAACAAAC

I R

LRRK2-201 :>

GGAGTAAGTTTTTATATGTAAGTTTTTATGTTTTTAAACACATACTGACAACTTATGACAAACCTTTGGAAAGTTTTAAA

CCTCATTCAAAAATATACATTCAAAAATACAAAAATTTGTGTATGACTGTTGAATACTGTTTGGAAACCTTTCAAAATTT

. .2 >

LRRK2-201 :>

ACTCTGTTGAAAGGTTGTGCAAGCTGCTGATGGAATCTGTGAGCCTTTCTTGTTTCTTATCACGTTTTTTGGCAGAGCAC

TGAGACAACTTTCCAACACGTTCGACGACTACCTTAGACACTCGGAAAGAACAAAGAATAGTGCAAAAAACCGTCTCGTG

I i >

LRRK2-201 :>

ATTTCTTCCTTCCCACCAACAGGTTTTGCCCTTTTTTTTCCCATTAAGATTCCTCCTGAGATTGGCTGTCTTGAAAATCT

TAAAGAAGGAAGGGTGGTTGTCCAAAACGGGAAAAAAAAGGGTAATTCTAAGGAGGACTCTAACCGACAGAACTTTTAGA

I

[RRK2-201 >
1260 ., ., 1265 ., ., 1270
1 P P E 1 G C L E N L
ENSE00003691970 >
LRRK2-201

GACATCTCTGGATGTCAGTTACAACTTGGAACTAAGATCCTTTCCCAATGAAATGGGGAAATTAAGCAAAATATGGGATC

CTGTAGAGACCTACAGTCAATGTTGAACCTTGATTCTAGGAAAGGGTTACTTTACCCCTTTAATTCGTTTTATACCCTAG

I

LRRK2-201 :>

L L L 1275 L L . 1280 L L . 1285 L L 1290 L L 1295

T S L D \ S Y N L E L R S F P N E M G K L S K 1 W D
ENSE00003691970 >

LRRK2-201

TTCCTTTGGATGAACTGCATCTTAACTTTGATTTTAAACATATAGGATGTAAAGCCAAAGACATCATAAGGTTAGATAAT

AAGGAAACCTACTTGACGTAGAATTGAAACTAAAATTTGTATATCCTACATTTCGGTTTCTGTAGTATTCCAATCTATTA

I R

LRRK2-201 :>
L L 1300 L L 1305 L L 1310 L L 1315 L L L1320
L P L D E L H L N F D F K H 1 G C K A K D 1 1 R

LRRK2-201

80

160

240

400

480

560

640



TTTTTTCTATTTGGTTTTACTAAATTTATTTCAGATTTTCTACTCTCTGTGACTTTGATGGACATATATTGTTACTATTT

AAAAAAGATAAACCAAAATGATTTAAATAAAGTCTAAAAGATGAGAGACACTGAAACTACCTGTATATAACAATGATAAA

I i >

LRRK2-201 >

LRRK2-201

AGGGAAAAATAAATAGTAATATTTGGCATTAATATGCTGTGTGTCATTTGCCTTTCATTTAATGAATGTGTTTCTGTGGT

TCCCTTTTTATTTATCATTATAAACCGTAATTATACGACACACAGTAAACGGAAAGTAAATTACTTACACAAAGACACCA

I

LRRK2-201 >

LRRK2-201

GCCACTGTAGAGATTTCTCATTCTTCTTAGCCAGACTAATGTTGAGAGCGGCTTCTCCTCCTTCTGTTTCTTTTCAGTGG

CGGTGACATCTCTAAAGAGTAAGAAGAATCGGTCTGATTACAACTCTCGCCGAAGAGGAGGAAGACAAAGAAAAGTCACC

I R

LRRK2-201 >

LRRK2-201

AGTAGACTCTAAAAGAAAATAAGTATTGCTATTTGGTCTCTGGTTACCAATTACACAATCTAAAGAAATACAGCACAGTA

TCATCTGAGATTTTCTTTTATTCATAACGATAAACCAGAGACCAATGGTTAATGTGTTAGATTTCTTTATGTCGTGTCAT

. .2 >

LRRK2-201 >

LRRK2-201

TAATAACTTCTCACACTGTATTTCATATAGCAACTAGTTAACATATGCCTCTTACATCTTAAAGCATTATAGCTACTGAC

ATTATTGAAGAGTGTGACATAAAGTATATCGTTGATCAATTGTATACGGAGAATGTAGAATTTCGTAATATCGATGACTG

I i >

LRRK2-201 >

LRRK2-201

ATCATGTGAAATTACTAACTTCTATTTTGCCCATTAGGATGAGTAATCTACTCACCTTGATCAGTTTTGAAAGCACCAAA

TAGTACACTTTAATGATTGAAGATAAAACGGGTAATCCTACTCATTAGATGAGTGGAACTAGTCAAAACTTTCGTGGTTT

I

LRRK2-201 >

LRRK2-201

ACTTCTCAAGTATCACTGTTTCTGGTCTTTACACTTTAAGCACTTTAAATATCTTTGGTAATGGATTTTATCCTCCTTTT

TGAAGAGTTCATAGTGACAAAGACCAGAAATGTGAAATTCGTGAAATTTATAGAAACCATTACCTAAAATAGGAGGAAAA

I R

LRRK2-201 >

LRRK2-201

720

800

880

960

1040

1120

1200



TGTTCCCTTTCAGCACATCGGTCTTATTACTTTCTCATAAAATCCTTTGCTCCCTTTTCCACAGTTACTGTATTAACGTT

ACAAGGGAAAGTCGTGTAGCCAGAATAATGAAAGAGTATTTTAGGAAACGAGGGAAAAGGTGTCAATGACATAATTGCAA

I i >

LRRK2-201 :>

LRRK2-201

GCAGACCTCAGCTCTGTCATCACCTCTCAACTTGACTGTAATATCCACCAAGGCAGAGACCATGGCTGTGTTCACTCACT

CGTCTGGAGTCGAGACAGTAGTGGAGAGTTGAACTGACATTATAGGTGGTTCCGTCTCTGGTACCGACACAAGTGAGTGA

I

LRRK2-201 :>

LRRK2-201

ATTCAAATCTTGGCACCCAACACAGTGCCTGGCATACAATTAATAGTTGTTTAATTACCAGTGATTTATACTTACTCATT

TAAGTTTAGAACCGTGGGTTGTGTCACGGACCGTATGTTAATTATCAACAAATTAATGGTCACTAAATATGAATGAGTAA

I R

LRRK2-201 :>

LRRK2-201

CTCTTCTGCCTAAAATCTCTTAAATTTATATTTAACTTCATCTGTTTTTATGAGGAAGGATTTTGTTTTCTGAACTCCTG

GAGAAGACGGATTTTAGAGAATTTAAATATAAATTGAAGTAGACAAAAATACTCCTTCCTAAAACAAAAGACTTGAGGAC

. .2 >

LRRK2-201 :>

LRRK2-201

AGCTTGATTTCATTTTAAAGGAGTTTGTTATCTTTTGTGCTAATTGTGGCTACCCTTCATCCTACCCAATTATTTTTCTC

TCGAACTAAAGTAAAATTTCCTCAAACAATAGAAAACACGATTAACACCGATGGGAAGTAGGATGGGTTAATAAAAAGAG

I i >

LRRK2-201 :>

LRRK2-201

TCTTGAAACTGGAAAAGATGGTCATATAAAAATTGGTTCAGTTCTTACTAAACATTTAGTAGAACTAGCTTTCAGTGTAT

AGAACTTTGACCTTTTCTACCAGTATATTTTTAACCAAGTCAAGAATGATTTGTAAATCATCTTGATCGAAAGTCACATA

I

LRRK2-201 :>

LRRK2-201

TATACTGTATTATCTAACTAAATATTTTTAATATTTAATATTTAATTTAATATATAACTAAATATTTTTAAACATGTTTA

ATATGACATAATAGATTGATTTATAAAAATTATAAATTATAAATTAAATTATATATTGATTTATAAAAATTTGTACAAAT

I R

LRRK2-201 :>

LRRK2-201

1280

1360

1440

1520

1600

1680

1760



ACATTTTCAGAAAAGACAGAAAGACCTAGAGCAGATTAGAAATTGTAGGCATCATTTGCTTTTTGAAGAAAGACATTTTT

TGTAAAAGTCTTTTCTGTCTTTCTGGATCTCGTCTAATCTTTAACATCCGTAGTAAACGAAAAACTTCTTTCTGTAAAAA

I i >

LRRK2-201 :>

LRRK2-201

TCAAATAGTGGTGCATTCTTAAGAAATAAATCAAGAAAGGTAATGTTGCTTTTTGGTCATATCATCAGGAATGTTGGTCA

AGTTTATCACCACGTAAGAATTCTTTATTTAGTTCTTTCCATTACAACGAAAAACCAGTATAGTAGTCCTTACAACCAGT

I

LRRK2-201 :>

LRRK2-201

GATTCTTATTAGTTACAGGAATGAATTGATCACTACTCTGATGTAAAATTCACTTATGATTTAGTCTTTTTCTCTAATTT

CTAAGAATAATCAATGTCCTTACTTAACTAGTGATGAGACTACATTTTAAGTGAATACTAAATCAGAAAAAGAGATTAAA

I R

LRRK2-201 :>

LRRK2-201

GAAACTGTGGCAACATTTTAACATATTTCAAAATATATCTTTCTCTATCCATTATATTTTTGATAACACTTTGACTCTAC

CTTTGACACCGTTGTAAAATTGTATAAAGTTTTATATAGAAAGAGATAGGTAATATAAAAACTATTGTGAAACTGAGATG

. .2 >

LRRK2-201 :>

LRRK2-201

TATTAGTTTAAAGGTGGTTTTTTAGCTACCTAAACACTTCTATTTCATTCAGGTTTTACATTAAGATCATTAGGAATGAA

ATAATCAAATTTCCACCAAAAAATCGATGGATTTGTGAAGATAAAGTAAGTCCAAAATGTAATTCTAGTAATCCTTACTT

I i >

LRRK2-201 :>

LRRK2-201

AGCTAACATCTGCTGATAGTATAATAGTTTATATTTATTTATGATGTTATGTGATCTCACTATCCATATATACTATTATA

TCGATTGTAGACGACTATCATATTATCAAATATAAATAAATACTACAATACACTAGAGTGATAGGTATATATGATAATAT

I

LRRK2-201 :>

LRRK2-201

TGCATATGTGATATACATGAATATATAGCTATACATCATATATACCATATATGAATATATACACACACATATATAATGTA

ACGTATACACTATATGTACTTATATATCGATATGTAGTATATATGGTATATACTTATATATGTGTGTGTATATATTACAT

I R

LRRK2-201 :>

LRRK2-201

1840

1920

2000

2080

2160

2240

2320



ACTAATATGACCCTATTATCAAGCTTTAACAGTATACATATATCTCTACCTTGTTTCTATGTCATATGGACTTTGTGAAA

TGATTATACTGGGATAATAGTTCGAAATTGTCATATGTATATAGAGATGGAACAAAGATACAGTATACCTGAAACACTTT

I i >

LRRK2-201 :>

LRRK2-201

TTTTGAACTTTATAATTTATAGGGTTTTTCTTTTCTTTTCTTTTCTTTTTTTTTTTTTTTTTGAGACTGAGTTTCACTCT

AAAACTTGAAATATTAAATATCCCAAAAAGAAAAGAAAAGAAAAGAAAAAAAAAAAAAAAAACTCTGACTCAAAGTGAGA

I

LRRK2-201 :>

LRRK2-201

TGTCACCCAGGCTGGAGTGCAGTGGCCTGATCTTGGCTCACTGCAACCTCTGCCTCTTGGCTTCAGGCGATTCTCCTGCC

ACAGTGGGTCCGACCTCACGTCACCGGACTAGAACCGAGTGACGTTGGAGACGGAGAACCGAAGTCCGCTAAGAGGACGG

I R

LRRK2-201 :>

LRRK2-201

TCAACCTCCCAAGTAGCTGGAATTACAGGCACCTGCCACTGTTCCCGGCTACTTTTTGGATTTTTAATAGAGACGGGGTT

AGTTGGAGGGTTCATCGACCTTAATGTCCGTGGACGGTGACAAGGGCCGATGAAAAACCTAAAAATTATCTCTGCCCCAA

. .2 >

LRRK2-201 :>

LRRK2-201

TCACTATATTGGCCAGGCTGGTCTCAAACTCCTGACCTCATGATCCGCCCACCTCGGCCTCCCAAAATGCAGGGATTACA

AGTGATATAACCGGTCCGACCAGAGTTTGAGGACTGGAGTACTAGGCGGGTGGAGCCGGAGGGTTTTACGTCCCTAATGT

I i >

LRRK2-201 :>

LRRK2-201

GGTGCGAGCCACCGCACCTGGCGTATAATTTGTAGGGTTTTTCATACTATTTAAAGACATTAGAATATGTATACATGTAT

CCACGCTCGGTGGCGTGGACCGCATATTAAACATCCCAAAAAGTATGATAAATTTCTGTAATCTTATACATATGTACATA

I

LRRK2-201 :>

LRRK2-201

GTATATGTGTGTATATATAGAGGTATATATATATTGCATATCGTATTCTAATTAGTATTGCAAACATATTTTGGCCTTTT

CATATACACACATATATATCTCCATATATATATAACGTATAGCATAAGATTAATCATAACGTTTGTATAAAACCGGAAAA

I R

LRRK2-201 :>

LRRK2-201

2400

2480

2560

2640

2720

2800

2880



GATTATTTCTGGTGATAGTGTAACATGTTTTCTTTGGTGATTTTACCAAACATTATCAACTACCCTAAAATCTCTAGCAA

CTAATAAAGACCACTATCACATTGTACAAAAGAAACCACTAAAATGGTTTGTAATAGTTGATGGGATTTTAGAGATCGTT

I i >

LRRK2-201 :>

LRRK2-201

AATATATGCATTAACAGTACTCTGAAAGACATGTACATTATTAGTTATATGAGATATGCACTCTTCTGGATACTATATTT

TTATATACGTAATTGTCATGAGACTTTCTGTACATGTAATAATCAATATACTCTATACGTGAGAAGACCTATGATATAAA

I

LRRK2-201 :>

LRRK2-201

TAGAATAGTGTGACATGTAAAAGAACTCACCTAAATCTCAAGTATACTTTTAAGCAGTTTATTATTTTATTTTTATCTTT

ATCTTATCACACTGTACATTTTCTTGAGTGGATTTAGAGTTCATATGAAAATTCGTCAAATAATAAAATAAAAATAGAAA

I R

LRRK2-201 :>

LRRK2-201

CAAATACTAGGTTTCTTCAACAGCGATTAAAAAAGGCTGTGCCTTATAACCGAATGAAACTTATGATTGTGGGAAATACT

GTTTATGATCCAAAGAAGTTGTCGCTAATTTTTTCCGACACGGAATATTGGCTTACTTTGAATACTAACACCCTTTATGA

. .2 >

[RRK2-201 >
. . ., 1325 , ., ., ., 1330 , ., ., ., 1335 ., ., ., ., 1340 ., .,
F L Q Q R L K K A \i P Y N R M K L M 1 \i G N T
--------- ENSE00003496760 >
LRRK2-201

GGGAGTGGTAAAACCACCTTATTGCAGCAATTAATGAAAACCAAGAAATCAGATCTTGGAATGCAAAGTGCCACAGTTGG

CCCTCACCATTTTGGTGGAATAACGTCGTTAATTACTTTTGGTTCTTTAGTCTAGAACCTTACGTTTCACGGTGTCAACC

I R

[RRK2-201 >
L1345 L L . 1350 L L . 1355 L L . 1360 L L . 1365 L L L1370
G S G K T T L L Q Q L M K T K K S D L G M Q S A T \ G
ENSE00003496760 >
LRRK2-201

CATAGATGTGAAAGACTGGCCTATCCAAATAAGAGACAAAAGAAAGAGAGATCTCGTCCTAAATGTGTGGGATTTTGCAG

GTATCTACACTTTCTGACCGGATAGGTTTATTCTCTGTTTTCTTTCTCTCTAGAGCAGGATTTACACACCCTAAAACGTC

I i >

LRRK2-201 :>

L L L 1375 L L . 1380 L L . 1385 L L 1390 L L 1395
1 D \ K D W P 1 Q 1 R

D K R K R D L \ L N \ w D F A
ENSE00003496760 :>

LRRK2-201

GTATTTCTTTCTATAGAATTTTAAAATTCACTTTTACCATTTGTTTGGAACAGGGATTCAAAAACTGAGCTTTCTGTTCT

CATAAAGAAAGATATCTTAAAATTTTAAGTGAAAATGGTAAACAAACCTTGTCCCTAAGTTTTTGACTCGAAAGACAAGA

ISSSSSSSS———————___—S—SS—UCGESSSSSSSSSSSSSSSSSSS————S-S I S>>, >

LRRK2-201 :>

LRRK2-201

2960

3040

3120

3200

3280

3360

3440



AATATCCAGAAACCTGGTAGACTGTATGGAATTATTCCAAAGCCCTTCATTTCTCCTAATTTTACCCTTGCCTCCAGAAT

TTATAGGTCTTTGGACCATCTGACATACCTTAATAAGGTTTCGGGAAGTAAAGAGGATTAAAATGGGAACGGAGGTCTTA

I i >

LRRK2-201 :>

LRRK2-201

GGAGAAGAACATGGAGGGATATGTTAGGAACAATTTGGTGCTAGGTACTTTGATCGGTTGCTGACAAATATGCTAAAAGT

CCTCTTCTTGTACCTCCCTATACAATCCTTGTTAAACCACGATCCATGAAACTAGCCAACGACTGTTTATACGATTTTCA

I

LRRK2-201 :>

LRRK2-201

GGTCAATCCTAGTAAAAACCCAGAATAGTTCTCTAAACATGGTCTGTTGTTTTTCTCTTATTAGTATGCTAAATAATAAA

CCAGTTAGGATCATTTTTGGGTCTTATCAAGAGATTTGTACCAGACAACAAAAAGAGAATAATCATACGATTTATTATTT

I R

LRRK2-201 :>

LRRK2-201

TAGTATTATTCTCCCAGATTTTTTTTTAAAAAAGGATTCTTGCCTGTCGTTTGAAAGATTAAAAAAATTTGTCTCTAATC

ATCATAATAAGAGGGTCTAAAAAAAAATTTTTTCCTAAGAACGGACAGCAAACTTTCTAATTTTTTTAAACAGAGATTAG

. .2 >

LRRK2-201 :>

LRRK2-201

TTTATTTAGGTCGTGAGGAATTCTATAGTACTCATCCCCATTTTATGACGCAGCGAGCATTGTACCTTGCTGTCTATGAC

AAATAAATCCAGCACTCCTTAAGATATCATGAGTAGGGGTAAAATACTGCGTCGCTCGTAACATGGAACGACAGATACTG

I i >

LRRK2-201 :>
L L . 1400 L L . 1405 L L 1410 L L 1415 L L . 1420
G R E E F Y S T H P H F M T Q R A L Y L A \ Y D
-------- ENSE00003509533 :>
LRRK2-201

CTCAGCAAGGGACAGGCTGAAGTTGATGCCATGAAGCCTTGGCTCTTCAATATAAAGGTGATTTGTTCTGATCATTTGAA

GAGTCGTTCCCTGTCCGACTTCAACTACGGTACTTCGGAACCGAGAAGTTATATTTCCACTAAACAAGACTAGTAAACTT

ISSSSSSSS———————___—S—SS—UCGESSSSSSSSSSSSSSSSSSS————S-S I S>>, >

[RRK2-201 >
., 1425 ., ., ., ., 1430 , ., ., ., 1435 , ., .,
L S K G Q A E \2 D A M K P w L F N I K
S e - - - ---------------. >
LRRK2-201

AATAGAAAATAATTCATGTGTCTGTGTGCGTGTGTGTGTGTGTGTGTAAGTTAATTTATTTTGGGCAAACAATTGCTTCA

TTATCTTTTATTAAGTACACAGACACACGCACACACACACACACACATTCAATTAAATAAAACCCGTTTGTTAACGAAGT

I

LRRK2-201 :>

LRRK2-201

3520

3600

3680

3760

3840

3920

4000



GTCTCTTTAAATACTTTCTTAAAAGAAGCACTAAAATTTTGAATTGGGAAACTTTCCGAGTAATGAAGTCATAACATGAA

CAGAGAAATTTATGAAAGAATTTTCTTCGTGATTTTAAAACTTAACCCTTTGAAAGGCTCATTACTTCAGTATTGTACTT

I i >

LRRK2-201 :>

LRRK2-201

AATTGTATGTTCCATGTTGGTGAATGTTATTGGTAACCTGAAACTCTTTTATGCTGTAAAACTTGAAAATATATATGTTC

TTAACATACAAGGTACAACCACTTACAATAACCATTGGACTTTGAGAAAATACGACATTTTGAACTTTTATATATACAAG

I

LRRK2-201 :>

LRRK2-201

AACTGTTTTTTAATTATATTATTTCTTAAATGAAATCTAAATTTTTCTAATTTAAAATAAGCTATATTAAAGAAAAGCAA

TTGACAAAAAATTAATATAATAAAGAATTTACTTTAGATTTAAAAAGATTAAATTTTATTCGATATAATTTCTTTTCGTT

I R

LRRK2-201 :>

LRRK2-201

TCTATATATATATATCTCATCAACTTTGTACTCAGGGGCCATTTAGTGTGAAATTCTTCAGATTGTATCCTTTAAGTGGT

AGATATATATATATAGAGTAGTTGAAACATGAGTCCCCGGTAAATCACACTTTAAGAAGTCTAACATAGGAAATTCACCA

. .2 >

LRRK2-201 :>

LRRK2-201

CCCAGATTATTATGCTGTTACATCTGGAATCTCCCTTTTGTTGCTTTTCTATCTTTTCCTTTGTTGTCTTGTTGTCAGCT

GGGTCTAATAATACGACAATGTAGACCTTAGAGGGAAAACAACGAAAAGATAGAAAAGGAAACAACAGAACAACAGTCGA

I i >

LRRK2-201 :>

LRRK2-201

ATTCCTTCAAACACTATGGCTTTTTAGAATGGAGACTAAACTGCTGCTTGCATGATGCTGCAATGAACTCTTCTGTGCAT

TAAGGAAGTTTGTGATACCGAAAAATCTTACCTCTGATTTGACGACGAACGTACTACGACGTTACTTGAGAAGACACGTA

I

LRRK2-201 :>

LRRK2-201

AAAGTCCTTAAAAAGCTTGTGTCAGGACATTTAACCATGTAATTGGCTGCATACATGCTTGTTTTGTAATTTGGGTATTT

TTTCAGGAATTTTTCGAACACAGTCCTGTAAATTGGTACATTAACCGACGTATGTACGAACAAAACATTAAACCCATAAA

I R

LRRK2-201 :>

LRRK2-201

4080

4160

4240

4320

4400

4480

4560



PCR Forward
[ATAGTACAGTGGCAGTCATATTTGC

TTTAATGTTTCTTTTATTAACTTTTTTACAGCTAGCCAACGTGAGCAAATAGTACAGTGGCAGTCATATTTGCTTGAGTG

AAATTACAAAGAAAATAATTGAAAAAATGTCGATCGGTTGCACTCGTTTATCATGTCACCGTCAGTATAAACGAACTCAC

>

LRRK2-201 >

""""""""""""""""" wase T TTTTTTTTTTTImem
GCTTTTATTCTTTCATTGTAGACTCCAAATTGGTTGACTTTAAAACGAATTTAGAAGATTAAATTCACAGATAAGGAAGA
CGAAAATAAGAAAGTAACATCTGAGGTTTAACCAACTGAAATTTTGCTTAAATCTTCTAATTTAAGTGTCTATTCCTTCT

>

LRRK2-201 >

................................................................. >

LRRK2-201

GAAAATATAAACTATATGACGTTAATTTGATATAATTTGTGGGTTTATGAAATGCTTATTTTATTTAGGAGTGAATAACT

CTTTTATATTTGATATACTGCAATTAAACTATATTAAACACCCAAATACTTTACGAATAAAATAAATCCTCACTTATTGA

I R

LRRK2-201 >

LRRK2-201

CATCTTAAGGCATGAAGATGGGAAAGGAAAACTATACCACTACCGTTATATATGCCACCTAAAAGGGTGAAGAATTGGGT

GTAGAATTCCGTACTTCTACCCTTTCCTTTTGATATGGTGATGGCAATATATACGGTGGATTTTCCCACTTCTTAACCCA

. .2 >

LRRK2-201 >

LRRK2-201

TAAGAAAGGCCAAAAATGACTTTTTAAAATGTCGTAAGGTTACATTTTTTTCTTAGGTTTAAGGAAAAAAGGACAGTTGT

ATTCTTTCCGGTTTTTACTGAAAAATTTTACAGCATTCCAATGTAAAAAAAGAATCCAAATTCCTTTTTTCCTGTCAACA

I i >

LRRK2-201 >

LRRK2-201

Donor Sequence WT -> SNV
|[CAACAGGAATGT

TCTTTTCTTCTTCTGAAGTCTGCTAGTTTCTCTTTTCCATTCAAGTGAATGTCACGGAAAGCAAATATCAACAGGAATGT

AGAAAAGAAGAAGACTTCAGACGATCAAAGAGAAAAGGTAAGTTCACTTACAGTGCCTTTCGTTTATAGTTGTCCTTACA

I

LRRK2-201 >

LRRK2-201

Donor Sequence WT -> SNV

4640

4720

4800

4880

4960

5040



Donor Sequence WT -> SNV
GAGCAGGCCCAGTTTGAAAGCAAACACAAGAGGGTTTTGTGTCTTTCCCTCCAGGCTI.GCGCTTCTTCTTCCCCTGTGAT

GAGCAGGCCCAGTTTGAAAGCAAACACAAGAGGGTTTTGTGTCTTTCCCTCCAGGCTCGCGCTTCTTCTTCCCCTGTGAT

5120
CTCGTCCGGGTCAAACTTTCGTTTGTGTTCTCCCAAAACACAGAAAGGGAGGTCCGAGCGCGAAGAAGAAGGGGACACTA
LRRK2-201 >
1440 1 I , 1445 1 I
A R A S, S S P V 1
-------------------------------------------- ENSE00003508420 >
LRRK2-201
gRNA Protospacer [ 1]
PAM
SNV
GGTCCGAGCGCGAAGAAGAA|
gRNA Protospacer
Donor Sequence WT -> SNV
TCTCGTTGI
TCTCGTTGGCACACATTTGGATGTTTCTGATGAGAAGCAACGCAAAGCCTGCATGAGTAAAATCACCAAGGAACTCCTGA
5200
AGAGCAACCGTGTGTAAACCTACAAAGACTACTCTTCGTTGCGTTTCGGACGTACTCATTTTAGTGGTTCCTTGAGGACT
LRRK2-201 >
L1450 1 1 L1455 L L L1460 1 1 L1465 1 1 L1470 1 1 1
L V G T H L. D V S D E K Q R K A C M S K 1 T K E L. L
ENSE00003508420 >
LRRK2-201
Donor Sequence WT -> SNV
ATAAGCGAGGGTTCCCTGCCATACGAGATTACCACTTTGTGAATGCCACCGAGGAATCTGATGCTTTGGCAAAACTTCGG
5280
TATTCGCTCCCAAGGGACGGTATGCTCTAATGGTGAAACACTTACGGTGGCTCCTTAGACTACGAAACCGTTTTGAAGCC
LRRK2-201 >
1475 L L L1480 L L L1485 L L L1490 L L L1495 L L 1500
N K R G F P A 1 R D Y H E V N A T E E S D A L. A K L R
ENSE00003508420 >
LRRK2-201
CTTACGGTGGCTCCTTAGAC|
Sanger Sequencing Primer
AAAACCATCATAAACGAGAGCCTTAATTTCAAGGTAACATGGTAGGCTGGTAGAGAAATGTAATTTATTGATTCTCAACT
5360

TTTTGGTAGTATTTGCTCTCGGAATTAAAGTTCCATTGTACCATCCGACCATCTCTTTACATTAAATAACTAAGAGTTGA

LRRK2-201 >
1 1 1 1505 1 1 1 1 1510 1 1
K T 1 1 N E S | N F K
ENSE00003508420 R I R R >

LRRK2-201



GCCTAGAAATGTCAGAAATTTTGAGAAGTGAGCAACTCACTTAAAATTGTGGGTTTTCTTTCCTTGTTGCTGTTAGCATT

CGGATCTTTACAGTCTTTAAAACTCTTCACTCGTTGAGTGAATTTTAACACCCAAAAGAAAGGAACAACGACAATCGTAA

I i >

LRRK2-201 >

LRRK2-201

ATTAAAGTCCTTTCCATTTTAAAATTATTTATGCCAGACTTCATTTCTAATTCATAGAAATGGGAACAAAAAATAATTAG

TAATTTCAGGAAAGGTAAAATTTTAATAAATACGGTCTGAAGTAAAGATTAAGTATCTTTACCCTTGTTTTTTATTAATC

I

LRRK2-201 >

LRRK2-201

AGGAACCTGAGAGAAACTAAGAGACCGTTTCTGGGATACTGAGAAAATGTTTCTGAGAGAGAATCTGAGAAAATGTTTTT

TCCTTGGACTCTCTTTGATTCTCTGGCAAAGACCCTATGACTCTTTTACAAAGACTCTCTCTTAGACTCTTTTACAAAAA

LRRK2-201 >
LRRK2-201
GATGCCTTTTCTGATTCAACTTCTTATAGTGGTGATTCAATCACAAGGGTAAAGGTGAATACTGAGGTCTTGGGATCATC
CTACGGAAAAGACTAAGTTGAAGAATATCACCACTAAGTTAGTGTTCCCATTTCCACTTATGACTCCAGAACCCTAGTAG
LRRK2-201 >
LRRK2-201
CTCCAGAACCCTAGTAG
PCR Reverse
TTTCTTCTATTATTCTTTAACTGTTATTTTTCCATTTCCTCTTTTCTTTTGGAATTCCTGTTTTATGGACATCTTGATCT
AAAGAAGATAATAAGAAATTGACAATAAAAAGGTAAAGGAGAAAAGAAAACCTTAAGGACAAAATACCTGTAGAACTAGA
LRRK2-201 >

LRRK2-201

AAAGAAGAI

PCR Reverse

TTTGTGCCACTCATTCATGAATTTTGTCACTGTGATTCCCATTCCAATTTTTTTCCCTCCGTATTGTGAGGCAGCTGTTT

AAACACGGTGAGTAAGTACTTAAAACAGTGACACTAAGGGTAAGGTTAAAAAAAGGGAGGCATAACACTCCGTCGACAAA

I

LRRK2-201 >

LRRK2-201

TATTTAGTCATGAAGACCACTAACTTGGTTTTCAGCAGTGTCTCACTAATTACTTAGTTCATACAAAATGGGCTTTTTAT

ATAAATCAGTACTTCTGGTGATTGAACCAAAAGTCGTCACAGAGTGATTAATGAATCAAGTATGTTTTACCCGAAAAATA

I R

LRRK2-201 >

LRRK2-201

5440

5520

5600

5680

5760

5840

5920



TTTAGGAATTATGTTTTAAATGTTTAAAGTTATCTTCTCGTAAGCCAAATTTTTATAAAATGTAAATAAATCAGTTATCA

AAATCCTTAATACAAAATTTACAAATTTCAATAGAAGAGCATTCGGTTTAAAAATATTTTACATTTATTTAGTCAATAGT

I i >

LRRK2-201 :>

LRRK2-201

GAGAGAACACTTTTTTTTTTAAATACTTGGCAGAAAAAAGAAATCTTCACTGGGTACTACAGGGAGTGTGGTGTAAACTG

CTCTCTTGTGAAAAAAAAAATTTATGAACCGTCTTTTTTCTTTAGAAGTGACCCATGATGTCCCTCACACCACATTTGAC

I

LRRK2-201 :>

LRRK2-201

TACTGAAAAATACCCTTGATAGTTCCATATGACAAACATAATGATGAATTTCACTTAGTCTGTCTTGGCTTAGCTCAATA

ATGACTTTTTATGGGAACTATCAAGGTATACTGTTTGTATTACTACTTAAAGTGAATCAGACAGAACCGAATCGAGTTAT

I R

LRRK2-201 :>

LRRK2-201

GCACTAATGATCAAGATACTGGCTGATAAATAGAGTCCTATTTGGCCTGGGCAGTCCCAGCATAATTATGTAATAGTGTC

CGTGATTACTAGTTCTATGACCGACTATTTATCTCAGGATAAACCGGACCCGTCAGGGTCGTATTAATACATTATCACAG

. .2 >

LRRK2-201 :>

LRRK2-201

CCACTATATTCTCAAAAGCATTCCAATTTGGATGATAAATTATATAGTCACCTTGGTTATAACTCCATGCTGGCCAGTTA

GGTGATATAAGAGTTTTCGTAAGGTTAAACCTACTATTTAATATATCAGTGGAACCAATATTGAGGTACGACCGGTCAAT

I i >

LRRK2-201 :>

LRRK2-201

GCTTAGTTCTGTTCCATTTATATAGATTATGTGTGCTTCACTCCAAAACCTAATGAGCCATTTGTAAAAGTGATGGCTTT

CGAATCAAGACAAGGTAAATATATCTAATACACACGAAGTGAGGTTTTGGATTACTCGGTAAACATTTTCACTACCGAAA

I

LRRK2-201 :>

LRRK2-201

TGCGGTGCCCAGGGAGAGAATTTGTATGTTTGTATCCTTCAACACACATTTATTACAGTTATTAAAAGGTTTTATTGATG

ACGCCACGGGTCCCTCTCTTAAACATACAAACATAGGAAGTTGTGTGTAAATAATGTCAATAATTTTCCAAAATAACTAC

I R

LRRK2-201 :>

LRRK2-201

6000

6080

6160

6240

6320

6400

6480



ATAGATGGTAATGTCATGTAAAAATGACATATTATTTATTTGTAGACTTTCCTATTCTCTTGTTGGACATGTAATTAGAA

TATCTACCATTACAGTACATTTTTACTGTATAATAAATAAACATCTGAAAGGATAAGAGAACAACCTGTACATTAATCTT

I i >

LRRK2-201 :>

LRRK2-201

ACTAATATGACTTAAAGAAAAACAAATACACAAAATTTATTCATCCAATTAATCTCTTAATCCAGGTGTTTTTTTTTTCT

TGATTATACTGAATTTCTTTTTGTTTATGTGTTTTAAATAAGTAGGTTAATTAGAGAATTAGGTCCACAAAAAAAAAAGA

I

LRRK2-201 :>

LRRK2-201

GAGACTATACCCATACTTCAATAACTTTGTTGTTACTGAGAATATTTTGAGTTTCCCTTTTTGTCATTGTTGTCAGAGAA

CTCTGATATGGGTATGAAGTTATTGAAACAACAATGACTCTTATAAAACTCAAAGGGAAAAACAGTAACAACAGTCTCTT

I R

LRRK2-201 :>

LRRK2-201

TGTATCATATCTTTAAAAAGACTTGTTGGAGGATGAGTTTGTTTTGAAAAGGCCTGAATTTAGTTGATGCAAAGTCACAG

ACATAGTATAGAAATTTTTCTGAACAACCTCCTACTCAAACAAAACTTTTCCGGACTTAAATCAACTACGTTTCAGTGTC

. .2 >

LRRK2-201 :>

LRRK2-201

ATAAGATGGTTCATTAAGCTGTATTAATACTGCTTTTGTCTAATAGATATCATTACCAATAAGTCAGACTAGTTTTTCTT

TATTCTACCAAGTAATTCGACATAATTATGACGAAAACAGATTATCTATAGTAATGGTTATTCAGTCTGATCAAAAAGAA

I i >

LRRK2-201 :>

LRRK2-201

TTGGCACTTATAAATCACCTTTGAAGACAACTTTTTACAAGGAAATAAAACAAATGCTTTGAGAAATACCAGTATTATTG

AACCGTGAATATTTAGTGGAAACTTCTGTTGAAAAATGTTCCTTTATTTTGTTTACGAAACTCTTTATGGTCATAATAAC

I

LRRK2-201 :>

LRRK2-201

AAAGAAAAGTATATATTGCTAATGGATGCAGCATTCTGGCATAATGGTTTGAAAACTCATTTGATTGCTTTGTAGAAGAA

TTTCTTTTCATATATAACGATTACCTACGTCGTAAGACCGTATTACCAAACTTTTGAGTAAACTAACGAAACATCTTCTT

I R

LRRK2-201 :>

LRRK2-201

6560

6640

6720

6800

6880

6960

7040



TGACTCTTTCAGATGACCCAGGGCCTGTGAGCCTGCCAGAACTTGAAAATTCTTTCTTCCCTGAGGTGCTTCAACCTGAA

ACTGAGAAAGTCTACTGGGTCCCGGACACTCGGACGGTCTTGAACTTTTAAGAAAGAAGGGACTCCACGAAGTTGGACTT

I i >

LRRK2-201 >

LRRK2-201

TTCAAAGAGCAGCTTTTAATCTATTAGAGATCATTTTTTGTCCTCTCATTTATTTTTCATATTTGCCTTTGATCTTAGCT

AAGTTTCTCGTCGAAAATTAGATAATCTCTAGTAAAAAACAGGAGAGTAAATAAAAAGTATAAACGGAAACTAGAATCGA

I

LRRK2-201 >

LRRK2-201

CTTCTCTAATCTTTTTCTGTCTCAACCTTATTAACAGGTGTCTGTGCAGACACTTTTAAGTTTTGTTTTTTGGCTCAGCC

GAAGAGATTAGAAAAAGACAGAGTTGGAATAATTGTCCACAGACACGTCTGTGAAAATTCAAAACAAAAAACCGAGTCGG

I R

LRRK2-201 >

LRRK2-201

TGTCAGTTAACTGATAATCATGCTGAAAGGAGAAGCAGGACAAAACAGAGTTCAATGCTGACAATACTCCTTTTAATCTT

ACAGTCAATTGACTATTAGTACGACTTTCCTCTTCGTCCTGTTTTGTCTCAAGTTACGACTGTTATGAGGAAAATTAGAA

. .2 >

LRRK2-201 >

LRRK2-201

GTCCAGCCCATTAGCAGAGCAGGCATCTCTGTGGGCCTTGAGACGTAGTCCCGTAAAACTCATCCCGTTTCTACTTGATT

CAGGTCGGGTAATCGTCTCGTCCGTAGAGACACCCGGAACTCTGCATCAGGGCATTTTGAGTAGGGCAAAGATGAACTAA

I i >

LRRK2-201 >

LRRK2-201

TGCTTTCTTTGAGAACTCTTGTTTATTTTTATATGGAGGTTTCCTGCCTTGGATTAAAACATAAACCTCAATCTGAAGTT

ACGAAAGAAACTCTTGAGAACAAATAAAAATATACCTCCAAAGGACGGAACCTAATTTTGTATTTGGAGTTAGACTTCAA

I

LRRK2-201 >

LRRK2-201

CAATTTCATCTTAATTTATGAACGACTAAGAGAGGGAACATGAAAAGTGGAGGTTAGTGAAATTATCTCTAATTCTCTGG

GTTAAAGTAGAATTAAATACTTGCTGATTCTCTCCCTTGTACTTTTCACCTCCAATCACTTTAATAGAGATTAAGAGACC

I R

LRRK2-201 >

LRRK2-201

7120

7200

7280

7360

7440

7520

7600



GTTAAGAGATACATGAAAACAGTCTCTTGAGTAACCATTTGCAGGTAAATATGGAAGTAATGGTTATGGTTGTCTCTTTA

CAATTCTCTATGTACTTTTGTCAGAGAACTCATTGGTAAACGTCCATTTATACCTTCATTACCAATACCAACAGAGAAAT

I i >

LRRK2-201 :>

LRRK2-201

AGTTTTTAGTCACAAGTAGAAAAAGACCAAGTTAATTTTTTTCTGTGTGTGCTGAATTTCTATTTGTAGTAAGTGTAAGA

TCAAAAATCAGTGTTCATCTTTTTCTGGTTCAATTAAAAAAAGACACACACGACTTAAAGATAAACATCATTCACATTCT

I

LRRK2-201 :>

LRRK2-201

ATTTAAGCAGAAATTCTGATTCGTATTTTCAGATAAAAAGAATATGTAATTTCCATAGGTCCAGAAATAGGGAGAGTTTG

TAAATTCGTCTTTAAGACTAAGCATAAAAGTCTATTTTTCTTATACATTAAAGGTATCCAGGTCTTTATCCCTCTCAAAC

I R

LRRK2-201 :>

LRRK2-201

CCATCTGGTGGTTCTTAACGGCACTCTGGATATTATTAAGAGTTGCATTTCTATTTAAAATTATATTTTAAAAAACGTTT

GGTAGACCACCAAGAATTGCCGTGAGACCTATAATAATTCTCAACGTAAAGATAAATTTTAATATAAAATTTTTTGCAAA

. .2 >

LRRK2-201 :>

LRRK2-201

GGAAGATACTTTTATTGTAGAAACTATCCTCTTAGGGCCATTCTTTAAAAAAATCTTATTTTATATATTTCTCATTTTGT

CCTTCTATGAAAATAACATCTTTGATAGGAGAATCCCGGTAAGAAATTTTTTTAGAATAAAATATATAAAGAGTAAAACA

I i >

LRRK2-201 :>

LRRK2-201

TGATAGTGATTAGATTCTAAGAGCAACAGAACAATGATCATCCTCTCCTATCAGAATCACTGATGTTTAGATGATTTCTC

ACTATCACTAATCTAAGATTCTCGTTGTCTTGTTACTAGTAGGAGAGGATAGTCTTAGTGACTACAAATCTACTAAAGAG

I

LRRK2-201 :>

LRRK2-201

ATTTTCCCAAGTTCAAGGTTCCATGAAAAACATAGCTTGAGTGGGATTTTATGTCTCTGCGTTTCACTGTTGATATATAT

TAAAAGGGTTCAAGTTCCAAGGTACTTTTTGTATCGAACTCACCCTAAAATACAGAGACGCAAAGTGACAACTATATATA

I R

LRRK2-201 :>

LRRK2-201

7680

7760

7840

7920

8000

8080

8160



GTCCTCCCAATATAACATTTTACAAATAACCAAGCACAAAATTTAATATTTTACCTTGAATATTTAAAATATAATAATAT

CAGGAGGGTTATATTGTAAAATGTTTATTGGTTCGTGTTTTAAATTATAAAATGGAACTTATAAATTTTATATTATTATA

I i >

LRRK2-201 :>

LRRK2-201

CCAAAAGCTCTTGTAATTTGTACTGATATCTTATACTAGCGTGTCTGTTTCACATTAAGTTTAATGTCTTAGGATATAAA

GGTTTTCGAGAACATTAAACATGACTATAGAATATGATCGCACAGACAAAGTGTAATTCAAATTACAGAATCCTATATTT

I

LRRK2-201 :>

LRRK2-201

AAATCTTTTTTATGGTTAGTGATTTATCTTGTTTTTTTTTCCATGGAATTTCTGGATAGCGAGATAAATATTTCCATACT

TTTAGAAAAAATACCAATCACTAAATAGAACAAAAAAAAAGGTACCTTAAAGACCTATCGCTCTATTTATAAAGGTATGA

I R

LRRK2-201 :>

LRRK2-201

ATTTTATTTGATATTTCCAAATTTGCCTCTGAATCAACAATTTTCCTATTTTAATTTCATTGTACTTGTTCCTTACAACC

TAAAATAAACTATAAAGGTTTAAACGGAGACTTAGTTGTTAAAAGGATAAAATTAAAGTAACATGAACAAGGAATGTTGG

. .2 >

LRRK2-201 :>

LRRK2-201

TAAATAGCTTTTTATTATATTTTGATTTTATTTAAAAATGTACTTCTGAATAATATATCTGTTTCTGTAAAAACTGTTAG

ATTTATCGAAAAATAATATAAAACTAAAATAAATTTTTACATGAAGACTTATTATATAGACAAAGACATTTTTGACAATC

I i >

LRRK2-201 :>

LRRK2-201

CACTGAATTTGCCAACCATTTGACAAATACACAAATAAAATAGATTTTTACGGCTTGTCATTTGTAATTTCATAGATCCG

GTGACTTAAACGGTTGGTAAACTGTTTATGTGTTTATTTTATCTAAAAATGCCGAACAGTAAACATTAAAGTATCTAGGC

I

LRRK2-201 :>
—_—
1 R
------------------------------------------------------------- I >
LRRK2-201

AGATCAGCTTGTTGTTGGACAGCTGATTCCAGACTGCTATGTAGAACTTGAAAAAATCATTTTATCGGAGCGTAAAAATG

TCTAGTCGAACAACAACCTGTCGACTAAGGTCTGACGATACATCTTGAACTTTTTTAGTAAAATAGCCTCGCATTTTTAC

I ————

LRRK2-201 :>

1515 L L 1520 L L 1525 L L 1530 L L 1535 L L L1540

D Q L V V G Q L I P D C Y V E L E K I I L S E R K N
ENSE00003622781 >

LRRK2-201

8240

8320

8400

8480

8560

8640

8720



TGCCAATTGAATTTCCCGTAATTGACCGGAAACGATTATTACAACTAGTGAGAGAAAATCAGCTGCAGTTAGATGAAAAT

ACGGTTAACTTAAAGGGCATTAACTGGCCTTTGCTAATAATGTTGATCACTCTCTTTTAGTCGACGTCAATCTACTTTTA

I i >

LRRK2-201 :>
L L L . 1545 L L . 1550 L L . 1555 L L . 1560 L L . 1565 L
\ P 1 E F P \ 1 D R K R L L Q L \ R E N Q L Q L D E N
ENSE00003622781 :>
LRRK2-201

GAGCTTCCTCACGCAGTTCACTTTCTAAATGAATCAGGTTTGTGTTTTTCGTTCCTTATTTTCAAAGCTCAGCTGTAGTA

CTCGAAGGAGTGCGTCAAGTGAAAGATTTACTTAGTCCAAACACAAAAAGCAAGGAATAAAAGTTTCGAGTCGACATCAT

ISSSSSSSS———————___—S—SS—UCGESSSSSSSSSSSSSSSSSSS————S-S I S>>, >

L[RRK2-201 >
! . 1570 . . , 1575 . . .
E L P H A \2 H F L N E S
ENSE00003622781 R I I >
LRRK2-201

ACTTATAAAAGTGTTTCTGAATCTTTTATAGAATTTACATTCAAAGTTGAGAGAATATCCATACGGTTCTTTAATAGGCC

TGAATATTTTCACAAAGACTTAGAAAATATCTTAAATGTAAGTTTCAACTCTCTTATAGGTATGCCAAGAAATTATCCGG

I

LRRK2-201 :>

LRRK2-201

ACTGATTTTTTTCTTTTTGGAAGATCATCATGTGTGTTCATGACAAATCATGTATCATGTCATAAGAAAACAAATTTAGA

TGACTAAAAAAAGAAAAACCTTCTAGTAGTACACACAAGTACTGTTTAGTACATAGTACAGTATTCTTTTGTTTAAATCT

I R

LRRK2-201 :>

LRRK2-201

AATCACCTAGGAGTAAAGCAGTGGAAAGAGTCCCTGAGTGGGAGTTAAAATATTTGGGTTCTAGAACTTGTCTTTACTAT

TTAGTGGATCCTCATTTCGTCACCTTTCTCAGGGACTCACCCTCAATTTTATAAACCCAAGATCTTGAACAGAAATGATA

. .2 >

LRRK2-201 :>

LRRK2-201

TCAGGAGCTGTGGAACCCTGAATAGTCAAATGACATTCATAATGTCAAATGAGTTTAGTGCATGTGAAAGTTATTTTTAT

AGTCCTCGACACCTTGGGACTTATCAGTTTACTGTAAGTATTACAGTTTACTCAAATCACGTACACTTTCAATAAAAATA

I i >

LRRK2-201 :>

LRRK2-201

ATTGCAAAGGGGAATTATTGTTGGCATGGTCTAACTGGGACGCTTGGAGAGTCAATGGCTCCCTGAGATGATGCAGCTTC

TAACGTTTCCCCTTAATAACAACCGTACCAGATTGACCCTGCGAACCTCTCAGTTACCGAGGGACTCTACTACGTCGAAG

I

LRRK2-201 :>

LRRK2-201

8800

8880

8960

9040

9120

9200

9280



TGAGTGGAAGATCTAGCTCTCTTGCATCAAATATTGATCTCAAAGATGAAAATTCTCAAAGCAACTTCAGTGCTAATTGT

ACTCACCTTCTAGATCGAGAGAACGTAGTTTATAACTAGAGTTTCTACTTTTAAGAGTTTCGTTGAAGTCACGATTAACA

I i >

LRRK2-201 :>

LRRK2-201

GTACTTGATCATATTACCTTGCTAGAAATGTGTGAGTTGTTTGATAGTACTAGAGTAAGTGACTGGGAAGCTGCTTTTGA

CATGAACTAGTATAATGGAACGATCTTTACACACTCAACAAACTATCATGATCTCATTCACTGACCCTTCGACGAAAACT

I

LRRK2-201 :>

LRRK2-201

TCCCTAGATTCTGTTGTATAAAAAATAGCTTCCCGTGGTTTATGATCTGTTCCTTTTCCCCATCGTTCTTAAGGTATGCT

AGGGATCTAAGACAACATATTTTTTATCGAAGGGCACCAAATACTAGACAAGGAAAAGGGGTAGCAAGAATTCCATACGA

I R

LRRK2-201 :>

LRRK2-201

GAGATATGCTGTGTTTCTTATCTGTATTTGAAAATAAAACATGTCTTTGTAGTGTGTATTCAGCAAGCGAAACAGAAAAT

CTCTATACGACACAAAGAATAGACATAAACTTTTATTTTGTACAGAAACATCACACATAAGTCGTTCGCTTTGTCTTTTA

. .2 >

LRRK2-201 :>

LRRK2-201

TATGAATTTCTACTTATGTGTGAAATATGCTCTGTAATGCATGTCAGTGTCTCAAATATGCTTAAATATGATCATTTTAT

ATACTTAAAGATGAATACACACTTTATACGAGACATTACGTACAGTCACAGAGTTTATACGAATTTATACTAGTAAAATA

I i >

LRRK2-201 :>

LRRK2-201

GTAGTTTAAAAATACTCCATTATAATATTGGAACTTTAGACCATAGGATGCACAGCTTCTAGTCCCAGCTCTGTCACTAG

CATCAAATTTTTATGAGGTAATATTATAACCTTGAAATCTGGTATCCTACGTGTCGAAGATCAGGGTCGAGACAGTGATC

I

LRRK2-201 :>

LRRK2-201

CTATGCTGAAATTTCTTCACCTGCAAAATGAGGAAGTTGGACTAGATTTTTTCTAAAGCCCCTTGATATTTGTTCTAGAT

GATACGACTTTAAAGAAGTGGACGTTTTACTCCTTCAACCTGATCTAAAAAAGATTTCGGGGAACTATAAACAAGATCTA

I R

LRRK2-201 :>

LRRK2-201

9360

9440

9520

9600

9680

9760

9840



TCCATGTTTCACTGTTTGATGACTTTTTACTACAGGAGTCCTTCTTCATTTTCAAGACCCAGCACTGCAGTTAAGTGACT

AGGTACAAAGTGACAAACTACTGAAAAATGATGTCCTCAGGAAGAAGTAAAAGTTCTGGGTCGTGACGTCAATTCACTGA

I i >

LRRK2-201 >
1580, ., ., ., 1585 ., ., ., ., 1590 , ., .,
G vV L L H F Q D P A L Q L S D
----------------------------- ENSE00003581684 >
LRRK2-201

TGTACTTTGTGGAACCCAAGTGGCTTTGTAAAATCATGGCACAGGTTGGTGTCTTTTATTTTTGTGGCACGGGGGTTATG

ACATGAAACACCTTGGGTTCACCGAAACATTTTAGTACCGTGTCCAACCACAGAAAATAAAAACACCGTGCCCCCAATAC

ISSSSSSSS———————___—S—SS—UCGESSSSSSSSSSSSSSSSSSS————S-S I S>>, >

LRRK2-201 >
1595 L L 1600, L L 1605 L L L
L Y F Vv E P K W L C K 1 M A Q \ G \ F Y F C G T G \ M
ENSE00003581684 ZCEEEEEEEEEEEE (in frame with LRRK2-201) -------=-=--- >
LRRK2-201

GTCAAAGCATAGAACAGATGGCGCCCAGAGCATTGAGCATTTTAGAATTTGGGTTTAGTTAAGGCAGAAACTTTTGTGAA

CAGTTTCGTATCTTGTCTACCGCGGGTCTCGTAACTCGTAAAATCTTAAACCCAAATCAATTCCGTCTTTGAAAACACTT

I

LRRK2-201 >

TTTGGAAAACTGTGGAACATTTCACATAGAAGACTACTTGAAGAGCTTCATGGAAGAAGGAAAGATGTCTTGAGTTCACT

AAACCTTTTGACACCTTGTAAAGTGTATCTTCTGATGAACTTCTCGAAGTACCTTCTTCCTTTCTACAGAACTCAAGTGA

I R

LRRK2-201 >

TCCATGACTTGGTTTTCAAGCCACATACAGATGTTTGTATCACTCTGCCCCATGCTGCTTTACTAGATCCTGATGATGTC

AGGTACTGAACCAAAAGTTCGGTGTATGTCTACAAACATAGTGAGACGGGGTACGACGAAATGATCTAGGACTACTACAG

. .2 >

LRRK2-201 >

ATTGGTTTGGTTACTGAATTAGTCAATTGAATGATGGCTTTGTGGAAATCCTTGGGGTAAACACATATAAGAAAATTAGG

TAACCAAACCAATGACTTAATCAGTTAACTTACTACCGAAACACCTTTAGGAACCCCATTTGTGTATATTCTTTTAATCC

I i >

LRRK2-201 >

TTGCTGAGCCTGTGAAACCTCTATCTAGATAACATGGAGGTGAGTTTTGACTTAAGTGAAATGATCTGAGCTTTAAATGC

AACGACTCGGACACTTTGGAGATAGATCTATTGTACCTCCACTCAAAACTGAATTCACTTTACTAGACTCGAAATTTACG

I

LRRK2-201 >

TTACGATTTTGAAAACTTTGGATGGCCTTGGTTATAGCTATTTTTTTCTTATATTTCACATGGAAAATGATTTTTTTCTC

AATGCTAAAACTTTTGAAACCTACCGGAACCAATATCGATAAAAAAAGAATATAAAGTGTACCTTTTACTAAAAAAAGAG

I R

LRRK2-201 >

9920

10,000

10,080

10,160

10,240

10,320

10,400

10,480



CAAATGATAATCCATTACCAATGAGTTTAATTAGTTATAATAATCCATCTCTGTAGCTTTGACATAAAAGACCATTTGAG

GTTTACTATTAGGTAATGGTTACTCAAATTAATCAATATTATTAGGTAGAGACATCGAAACTGTATTTTCTGGTAAACTC

I i >

LRRK2-201 :>

CAAAACATACTACCTCAGGGCTTTTCAACCCCAGCATGATGACATTTTGGGCCAGATAATTCTTTGTTGCACATTGTAGG

GTTTTGTATGATGGAGTCCCGAAAAGTTGGGGTCGTACTACTGTAAAACCCGGTCTATTAAGAAACAACGTGTAACATCC

I

LRRK2-201 :>

ATGTTAGCAGCATTTTTGGCCTTTATATTCGAGACGTAAGTAGTATCCTCTAGCTGTGACAAGCAAAAATGTATCCAGAC

TACAATCGTCGTAAAAACCGGAAATATAAGCTCTGCATTCATCATAGGAGATCGACACTGTTCGTTTTTACATAGGTCTG

I R

LRRK2-201 :>

ATTGCTAAATATTGCTTGGAGAATGTGAAAAATTACCCTAGTTGAGAAACATTAAGCTACTGATTTGTTGATGAGTAAAA

TAACGATTTATAACGAACCTCTTACACTTTTTAATGGGATCAACTCTTTGTAATTCGATGACTAAACAACTACTCATTTT

. .2 >

LRRK2-201 :>

TTTATAGTTTTGCATGTGGCTGCCCGAGTTCCTAAAATTATTATATATTTTTATGTTAGAAATATCTCTTCCAATTAAAC

AAATATCAAAACGTACACCGACGGGCTCAAGGATTTTAATAATATATAAAAATACAATCTTTATAGAGAAGGTTAATTTG

I i >

LRRK2-201 :>

CATAAAGGTAATTAAATTCACTCAGGCAGCCTTGAATAATTGTTCCTAAATTCCATCTAAGGAAAAAAAGGAAGCTATTG

GTATTTCCATTAATTTAAGTGAGTCCGTCGGAACTTATTAACAAGGATTTAAGGTAGATTCCTTTTTTTCCTTCGATAAC

I

LRRK2-201 :>

TGAAGAGAGAACTCAGTTGAGGCTAAATCCTGTACCATGGAACTCAAGAGCATATTGAAACATTGCAATCAGCAATTATT

ACTTCTCTCTTGAGTCAACTCCGATTTAGGACATGGTACCTTGAGTTCTCGTATAACTTTGTAACGTTAGTCGTTAATAA

I R

LRRK2-201 :>

TGCAGTGTGTCAGTTATTACTATTTTGGTAGGTATTTTTAAATTAGATTTTCAGCCTTCTGCACATATGTCATGGATAAT

ACGTCACACAGTCAATAATGATAAAACCATCCATAAAAATTTAATCTAAAAGTCGGAAGACGTGTATACAGTACCTATTA

. .2 >

LRRK2-201 :>

GTGATTTTACTCAATTATTAAATGATAATGGAGACAGTAGTGTGACCCAGAGCACTTACTTGAGCATCAGCTTGACCTAC

CACTAAAATGAGTTAATAATTTACTATTACCTCTGTCATCACACTGGGTCTCGTGAATGAACTCGTAGTCGAACTGGATG

I i >

LRRK2-201 :>

GTTTCAGTCTCTTTAATTACTTATTAGCTCTGTGAAATTTCTTAATGCATTAAGCCTTTGTTTACTTACTTTTTAAATAA

CAAAGTCAGAGAAATTAATGAATAATCGAGACACTTTAAAGAATTACGTAATTCGGAAACAAATGAATGAAAAATTTATT

I

LRRK2-201 :>

10,560

10,640

10,720

10,800

10,880

10,960

11,040

11,120

11,200

11,280



GGAAAATAACAATTATCTTCTATATTGCCTCCCTGGTTCAGTGTAAGTGAGGGGTAAATGTTAGCTAATTTTATATTGGA

CCTTTTATTGTTAATAGAAGATATAACGGAGGGACCAAGTCACATTCACTCCCCATTTACAATCGATTAAAATATAACCT

I i >

LRRK2-201 >

TCTATTTGGCAATTTAAAGAATGTTAATCAGGAAATTTTAAAAAATTCAGAACTATAAAGAGGTACTTACGTAGTTTTGG

AGATAAACCGTTAAATTTCTTACAATTAGTCCTTTAAAATTTTTTAAGTCTTGATATTTCTCCATGAATGCATCAAAACC

I

LRRK2-201 >

AAAGTGTGTCATGTATGGGGACAAATAAAAAAGATGTGTAGGTAGCTGCATCCTGTACAGCAAAGGAAGTTTTAAATATA

TTTCACACAGTACATACCCCTGTTTATTTTTTCTACACATCCATCGACGTAGGACATGTCGTTTCCTTCAAAATTTATAT

I R

LRRK2-201 >

TCCAGCAATTTTGTTGTCCTAGCTGGCGCACAATAGTTATCAGGAGGTAACTCAACTCCACATAGTCAAGGAAAAGCTAA

AGGTCGTTAAAACAACAGGATCGACCGCGTGTTATCAATAGTCCTCCATTGAGTTGAGGTGTATCAGTTCCTTTTCGATT

. .2 >

LRRK2-201 >
AGTTGC 3’
11,606
TCAACG 5’

LRRK2-201

11,360

11,440

11,520

11,600



Feature

LINC02471

/note =

LRRK2

/note =

LINC02471-202

/note =

LRRK2-201

/note =
LRRK2-204

/note =

LRRK2-206

/note =

LRRK2-210

/note =

LRRK2-218

/note =
LRRK2-201

Location Size ] = Type
1 .. 11,606 11,606 bp [m]

1

gene

gene ENSG00000223914
IncRNA

1 .. 11,606 11,606 bp (] —* gene
gene ENSG00000188906
Protein coding
1 .. 11,606 11,606 bp [} - prim_transcript
primary transcript ENST00000641941
IncRNA
1 .. 11,606 11,606 bp [} —+ prim_transcript

primary transcript ENST00000298910
1 .. 11,606 11,606 bp [} —+ prim_transcript

primary transcript ENST00000430804
Nonsense mediated decay

1 .. 11,606 11,606 bp (] -+ prim_transcript
primary transcript ENST00000479187
Retained intron

1 .. 11,606 11,606 bp [} —+ prim_transcript
primary transcript ENST00000679360
Nonsense mediated decay

1 .. 11,606 11,606 bp [} —+ prim_transcript

primary transcript ENST00000680790
449 .. 9964 9516 bp =] — CDS

F 6 segments = 1050 bp

/note

/translation

LRRK2-218

coding sequence ENSP00000298910

IPPEIGCLENLTSLDVSYNLELRSFPNEMGKLSKIWDLPLDELHLNFDFKHIGCKAKDIIR,FLQQRLKKAVPYNRMKLMIVGNTGSGKT
TLLQQLMKTKKSDLGMQSATVGIDVKDWPIQIRDKRKRDLVLNVWDFA, GREEFYSTHPHFMTQRALYLAVYDLSKGQAEVDAMKP

WLFNIK, ARASSSPVILVGTHLDVSDEKQRKACMSKITKELLNKRGFPAIRDYHFVNATEESDALAKLRKTIINESLNFK,IRDQLVVGQ
LIPDCYVELEKIILSERKNVPIEFPVIDRKRLLQLVRENQLQLDENELPHAVHFLNES, GVLLHFQDPALQLSDLYFVEPKWLCKIMAQ

350 amino acids = 40.4 kDa

449 .. 9964 9516 bp ] —+ CDs

F 6 segments = 1050 bp

/note

/translation

coding sequence ENSP00000505335
IPPEIGCLENLTSLDVSYNLELRSFPNEMGKLSKIWDLPLDELHLNFDFKHIGCKAKDIIR,FLQQRLKKAVPYNRMKLMIVGNTGSGKT
TLLQQLMKTKKSDLGMQSATVGIDVKDWPIQIRDKRKRDLVLNVWDFA, GREEFYSTHPHFMTQRALYLAVYDLSKGQAEVDAMKP
WLFNIK, ARASSSPVILVGTHLDVSDEKQRKACMSKITKELLNKRGFPAIRDYHFVNATEESDALAKLRKTIINESLNFK,IRDQLVVGQ
LIPDCYVELEKIILSERKNVPIEFPVIDRKRLLQLVRENQLQLDENELPHAVHFLNES, GVLLHFQDPALQLSDLYFVEPKWLCKIMAQ
350 amino acids = 40.4 kDa

Donor Sequence WT -> SNV 5029 .. 5128 100 bp [} H misc_feature
gRNA Protospacer 5091 .. 5110 20 bp -] H misc_feature
LRRK2-220 5095 .. 11,606 6512 bp [} -+ prim_transcript
/note = primary transcript ENST00000681696

LRRK2-220 5095 .. 9964 4870 bp ] —+ CDS

F 3 segments = 510 bp

/note =
/translation =

SNV

/note =

PAM
LRRK2-211

/note =

LRRK2-213

/note =

coding sequence ENSP00000505871

ARASSSPVILVGTHLDVSDEKQRKACMSKITKELLNKRGFPAIRDYHFVNATEESDALAKLRKTIINESLNFK,IRDQLVVGQLIPDCY
VELEKIILSERKNVPIEFPVIDRKRLLQLVRENQLQLDENELPHAVHFLNES,GVLLHFQDPALQLSDLYFVEPKWLCKIMAQ

170 amino acids = 19.6 kDa

5098 .. 5098 1 bp ] [ misc_feature
WT =C
SNV =T
5111 .. 5113 3 bp [m] H misc_feature
5130 .. 11,606 6477 bp ] == prim_transcript

primary transcript ENST00000679532
Nonsense mediated decay

5131 .. 11,606 6476 bp [} —+ prim_transcript

primary transcript ENST00000680018
Nonsense mediated decay



Feature

LRRK2-215

/note

LRRK2-217

/note

LRRK2-216

/note

LRRK2-219

/note

LRRK2-207

/note

Location

5133

primary transcript ENST00000680422
Nonsense mediated decay

5133

primary transcript ENST00000680453
Nonsense mediated decay

5221
primary transcript ENST00000680425
Nonsense mediated decay

7053
primary transcript ENST00000681136
protein_coding_CDS_not_defined

7378

primary transcript ENST00000481256
protein_coding_CDS_not_defined

. 11,606

. 11,606

. 11,606

. 11,606

. 11,606

Size

6474 bp

6474 bp

6386 bp

4554 bp

4229 bp

1

Type

prim_transcript

prim_transcript

prim_transcript

prim_transcript

prim_transcript



Primer Length [=] Binding Sites - Tm Date Added

PCR Forward 25-mer 4609 .. 4633 s 57°C May 4, 2023
/sequence = ATAGTACAGTGGCAGTCATATTTGC
40% GC / 7696.1 Da
Donor Sequence WT -> SNV 100-mer 5029 .. 5128 - 77°C May 4, 2023
/sequence = CAACAGGAATGTGAGCAGGCCCAGTTTGAAAGCAAACACAAGAGGGTTTTGTGTCTTTCCCTCCAGGCTTGCGCTTCTTCTT
ECHLAE@G TGN, VEe3OAa G
gRNA Protospacer 20-mer 5091 .. 5110 -— 62°C May 4, 2023
/sequence = AAGAAGAAGCGCGAGCCTGG
60% GC / 6225.1 Da
Sanger Sequencing Primer 20-mer 5241 .. 5260 — 58°C May 4, 2023
/sequence = CAGATTCCTCGGTGGCATTC
55% GC / 6084.0 Da
PCR Reverse 25-mer 5664 .. 5688 —_ 58°C May 4, 2023
/sequence = AGAAGAAAGATGATCCCAAGACCTC

44% GC / 7677.1 Da



