


gene ENSG00000204843
P rotein coding

primary transc ript ENST00000409240

primary transc ript ENST00000440727

primary transc ript ENST00000426715
lncRNA

primary transc ript ENST00000434055
Nonsense mediated decay

primary transc ript ENST00000680606

primary transc ript ENST00000409868

primary transc ript ENST00000417090

primary transc ript ENST00000437375

primary transc ript ENST00000421392

primary transc ript ENST00000418990
lncRNA

primary transc ript ENST00000412957
lncRNA

primary transc ript ENST00000427343
lncRNA

primary transc ript ENST00000664792
lncRNA

coding sequence ENSP00000402509

MC C LERV TLSV Q A YK,,TPSGSRMSA EA SA RP LRV GSRV EV IGKGHRGTV A YV GATLFATGKWV GV ILDEA KGKNDGTV Q GRKYFTC DEGHGIF
V RQ SQ ,,IQ V FEDGA DTTSP ETP DSSA SKV LKR,,EGTDTTA KTSKL

135  amino ac ids  =  14 .4  kDa

primary transc ript ENST00000664266
lncRNA

gene ENSG00000237737
lncRNA

primary transc ript ENST00000437991
lncRNA

primary transc ript ENST00000416630
lncRNA

primary transc ript ENST00000449655



primary transc ript ENST00000458655

coding sequence ENSP00000414315

MLMGLLRP Y ILGERGTV M,,TP SGSRMSA EA SA RP LRV GSRV EV IGKGHRGTV A YV GATLFATGKWV GV ILDEA KGKNDGTV Q GRKYFTC DEGH
GIFV RQ SQ ,,IQ V FEDGA DTTSPETP DSSA SKV LKR,,EGTDTTA KTSKL,,RGLKP KK,,A PTA RK,,T TTRRPK,,PTRP A STGV A GA SSSLGP SGSA S
A GELS186  amino ac ids  =  19 .5  kDa

primary transc ript ENST00000361874

primary transc ript ENST00000394003

primary transc ript ENST00000454119

primary transc ript ENST00000628224

primary transc ript ENST00000409567

primary transc ript ENST00000413111

coding sequence ENSP00000354791

MA Q SKRHV YSR,,TPSGSRMSA EA SA RP LRV GSRV EV IGKGHRGTV A YV GATLFATGKWV GV ILDEA KGKNDGTV Q GRKYFTC DEGHGIFV RQ
SQ ,,IQ V FEDGA DTTSP ETP DSSA SKV LKR,,EGTDTTA KTSKL,,RGLKP KK,,A P TA RK,,TTTRRP K,,P TRP A STGV A GA SSSLGP SGSA SA GELSSS
EP STP A Q TP LA A P IIPTP V LTSPGA V P P LP SP SK,,EEEGLRA Q V RDLEEKLETLRLKRA EDKA KLKELEKHKIQ LEQ V Q EWKSKMQ EQ Q A DLQ RR
LKEA RK,,EA KEA LEA KERYMEEMA DTA DA IEMATLDKEMA EERA ESLQ Q EV EA LKERV DELTTDLE ILKA EIEEK,,GSDGA A SSYQ LKQ LEEQ N
A RLKDA LV R,,MRDLSSSEKQ EHV KLQ KLMEKKNQ ELEV V RQ Q RERLQ EELSQ A ESTIDELKEQ ,,V DA A LGA EEMV EMLTDRNLNLEEKV RELR
ETV GDL,,EA MNEMNDELQ ENA RETELELREQ LDMA GA RV REA Q KRV EA A Q ETV A DYQ Q TIKKYRQ LTA HLQ ,,DV NRELTNQ Q EA SV ERQ Q Q
P P P ETFDFKIKFA ETKA HA K,,A IEMELRQ MEV A Q A NRHMSLLTA FMP DSFLRPGGDHDC V LV LLLMPRLIC K,,A ELIRKQ A Q EKFELSENC SERP
GLRGA A GEQ LSFA A GLV YSLSLLQ ATLHRYEH,,A LSQ C SV DV YKKV GSLYP EMSA HERSLDFLIELLHKDQ LDETV NV EP LTKA IKYYQ ,,HLYSIH
LA EQ P EDC TMQ LA DHIK,,FTQ SA LDC M SV EV GRLRA FLQ ,,GGQ EATDIA LLLRDLETSC SDIRQ FC KKIRRRMP GTDA P GIP A A LA FGPQ ,,V SD
TLLDC RKHLTWV V A V LQ EV A A A A A Q LIA P LA ENEGLLV A A LEELA FKA SEQ ,,IYGTP SSSP YEC LRQ SC NILISTMNKLATA MQ EGEYDA ERP P
SK,,P P P V ELRA A A LRA EITDA EGLGLKLEDRETV IKELKKSLKIK,,GEELSEA NV RLSLLEKKLDSA A KDA DERIEKV Q TRLEETQ A LLRKKEK,,EF
EETMDA LQ A DIDQ LEA EKA ELKQ RLNSQ SKRTIEGLRGPP P SGIATLV SGIA G,,GA IPGQ A PGSV P GP GLV KDSPLLLQ Q ISA MRLHISQ LQ HE
NSILK,,GA Q MKA SLA SLP PLHV A KLSHEGPGSELP A GA LYRKTSQ LLETLNQ LSTHTHV V DITRTSP,,A A KSP SA Q LM EQ V A Q LKSLSDTV EKLK
,,DEV LKETV SQ RP GATV P TDFATFP SSA FLR,,A KEEQ Q DDTV YMGKV TFSC A A GFGQ RHRLV LTQ EQ LHQ LHSRLIS*
1273 amino ac ids   =  141.0  kDa

coding sequence ENSP00000377571

MA Q SKRHV YSR,,TPSGSRMSA EA SA RP LRV GSRV EV IGKGHRGTV A YV GATLFATGKWV GV ILDEA KGKNDGTV Q GRKYFTC DEGHGIFV RQ
SQ ,,IQ V FEDGA DTTSP ETP DSSA SKV LKR,,EGTDTTA KTSKL,,A P TA RK,,TTTRRP K,,P TRP A STGV A GA SSSLGP SGSA SA GELSSSEPSTP A Q
TP LA A P IIPTP V LTSPGA V P P LP SP SK,,EEEGLRA Q V RDLEEKLETLRLKRA EDKA KLKELEKHKIQ LEQ V Q EWKSKMQ EQ Q A DLQ RRLKEA RK,,
EA KEA LEA KERYMEEMA DTA DA IEMATLDKEMA EERA ESLQ Q EV EA LKERV DELTTDLEILKA EIEEK,,GSDGA A SSYQ LKQ LEEQ NA RLKDA L
V R,,MRDLSSSEKQ EHV KLQ KLMEKKNQ ELEV V RQ Q RERLQ EELSQ A EST IDELKEQ ,,V DA A LGA EEMV EMLTDRNLNLEEKV RELRETV GDL,,
EA MNEMNDELQ ENA RETELELREQ LDMA GA RV REA Q KRV EA A Q ETV A DYQ Q TIKKYRQ LTA HLQ ,,DV NRELTNQ Q EA SV ERQ Q Q PP P ETFD
FKIKFA ETKA HA K,,A IEMELRQ MEV A Q A NRHMSLLTA FMP DSFLRP GGDHDC V LV LLLMP RLIC K,,A ELIRKQ A Q EKFELSENC SERP GLRGA A G
EQ LSFA A GLV YSLSLLQ ATLHRYEH,,A LSQ C SV DV YKKV GSLYPEMSA HERSLDFLIELLHKDQ LDETV NV EPLTKA IKYYQ ,,HLYSIHLA EQ P ED
C TMQ LA DHIK,,FTQ SA LDC MSV EV GRLRA FLQ ,,GGQ EATDIA LLLRDLETSC SDIRQ FC KKIRRRMP GTDA P GIP A A LA FGPQ ,,V SDTLLDC RK
HLTWV V A V LQ EV A A A A A Q LIA P LA ENEGLLV A A LEELA FKA SEQ ,,IYGTPSSSPYEC LRQ SC NILISTMNKLATA MQ EGEYDA ERPP SK,,P P PV
ELRA A A LRA EITDA EGLGLKLEDRETV IKELKKSLKIK,,GEELSEA NV RLSLLEKKLDSA A KDA DERIEKV Q TRLEETQ A LLRKKEK,,EFEETMDA L
Q A DIDQ LEA EKA ELKQ RLNSQ SKRTIEGLRGPP P SGIATLV SGIA G,,EEQ Q R,,GA IP GQ A P GSV P GP GLV KDSP LLLQ Q ISA MRLHISQ LQ HEN
SILK,,GA Q M KA SLA SLP PLHV A KLSHEGPGSELP A GA LYRKTSQ LLETLNQ LSTHTHV V DITRTSP,,A A KSP SA Q LM EQ V A Q LKSLSDTV EKLK,,
DEV LKETV SQ RPGATV P TDFATFP SSA FLR,,A KEEQ Q DDTV YMGKV TFSC A A GFGQ RHRLV LTQ EQ LHQ LHSRLIS*
1271 amino ac ids   =  140.9  kDa



coding sequence ENSP00000386843

MA Q SKRHV YSR,,TPSGSRMSA EA SA RP LRV GSRV EV IGKGHRGTV A YV GATLFATGKWV GV ILDEA KGKNDGTV Q GRKYFTC DEGHGIFV RQ
SQ ,,IQ V FEDGA DTTSP ETP DSSA SKV LKR,,EGTDTTA KTSKL,,P TRP A STGV A GA SSSLGP SGSA SA GELSSSEPSTP A Q TPLA A P IIP TPV LTS
P GA V P P LP SPSK,,EEEGLRA Q V RDLEEKLETLRLKRA EDKA KLKELEKHKIQ LEQ V Q EWKSKM Q EQ Q A DLQ RRLKEA RK,,EA KEA LEA KERYME
EMA DTA DA IEMATLDKEMA EERA ESLQ Q EV EA LKERV DELTTDLEILKA EIEEK,,GSDGA A SSYQ LKQ LEEQ NA RLKDA LV R,,MRDLSSSEKQ E
HV KLQ KLMEKKNQ ELEV V RQ Q RERLQ EELSQ A ESTIDELKEQ ,,V DA A LGA EEMV EMLTDRNLNLEEKV RELRETV GDL,,EA MNEM NDELQ EN
A RETELELREQ LDM A GA RV REA Q KRV EA A Q ETV A DYQ Q TIKKYRQ LTA HLQ ,,DV NRELTNQ Q EA SV ERQ Q Q P P P ETFDFKIKFA ETKA HA K,,
A IEM ELRQ MEV A Q A NRHMSLLTA FMP DSFLRP GGDHDC V LV LLLMP RLIC K,,A ELIRKQ A Q EKFELSENC SERP GLRGA A GEQ LSFA A GLV YSL
SLLQ ATLHRYEH,,A LSQ C SV DV YKKV GSLYP EMSA HERSLDFLIELLHKDQ LDETV NV EP LTKA IKYYQ ,,HLYSIHLA EQ PEDC TMQ LA DHIK,,FT
Q SA LDC MSV EV GRLRA FLQ ,,GGQ EATDIA LLLRDLETSC SDIRQ FC KKIRRRMP GTDA P GIP A A LA FGP Q ,,V SDTLLDC RKHLTWV V A V LQ EV A
A A A A Q LIA P LA ENEGLLV A A LEELA FKA SEQ ,,IYGTP SSSP YEC LRQ SC NILISTMNKLATA MQ EGEYDA ERP PSK,,P P P V ELRA A A LRA EITDA
EGLGLKLEDRETV IKELKKSLKIK,,GEELSEA NV RLSLLEKKLDSA A KDA DERIEKV Q TRLEETQ A LLRKKEK,,EFEETMDA LQ A DIDQ LEA EKA EL
KQ RLNSQ SKRT IEGLRGP PP SGIATLV SGIA G,,GA IP GQ A P GSV P GP GLV KDSP LLLQ Q ISA MRLHISQ LQ HENSILK,,GA Q MKA SLA SLP P LHV
A KLSHEGP GSELP A GA LYRKTSQ LLETLNQ LSTHTHV V DITRTSP,,A A KSPSA Q LMEQ V A Q LKSLSDTV EKLK,,DEV LKETV SQ RP GATV P TDF
ATFP SSA FLR,,A KEEQ Q DDTV YMGKV TFSC A A GFGQ RHRLV LTQ EQ LHQ LHSRLIS*
1253 amino ac ids   =  138.8  kDa

coding sequence ENSP00000487279

MA Q SKRHV YSR,,TPSGSRMSA EA SA RP LRV GSRV EV IGKGHRGTV A YV GATLFATGKWV GV ILDEA KGKNDGTV Q GRKYFTC DEGHGIFV RQ
SQ ,,IQ V FEDGA DTTSP ETP DSSA SKV LKR,,EGTDTTA KTSKL,,RGLKP KK,,A P TA RK,,TTTRRP K,,P TRP A STGV A GA SSSLGP SGSA SA GELSSS
EP STP A Q TP LA A P IIPTP V LTSPGA V P P LP SP SK,,EEEGLRA Q V RDLEEKLETLRLKRA EDKA KLKELEKHKIQ LEQ V Q EWKSKMQ EQ Q A DLQ RR
LKEA RK,,EA KEA LEA KERYMEEMA DTA DA IEMATLDKEMA EERA ESLQ Q EV EA LKERV DELTTDLE ILKA EIEEK,,GSDGA A SSYQ LKQ LEEQ N
A RLKDA LV R,,MRDLSSSEKQ EHV KLQ KLMEKKNQ ELEV V RQ Q RERLQ EELSQ A ESTIDELKEQ ,,V DA A LGA EEMV EMLTDRNLNLEEKV RELR
ETV GDL,,EA MNEMNDELQ ENA RETELELREQ LDMA GA RV REA Q KRV EA A Q ETV A DYQ Q TIKKYRQ LTA HLQ ,,DV NRELTNQ Q EA SV ERQ Q Q
P P P ETFDFKIKFA ETKA HA K,,A IEMELRQ MEV A Q A NRHMSLLTA FMP DSFLRPGGDHDC V LV LLLMPRLIC K,,A ELIRKQ A Q EKFELSENC SERP
GLRGA A GEQ LSFA A GLV YSLSLLQ ATLHRYEH,,A LSQ C SV DV YKKV GSLYP EMSA HERSLDFLIELLHKDQ LDETV NV EP LTKA IKYYQ ,,HLYSIH
LA EQ P EDC TMQ LA DHIK,,FTQ SA LDC M SV EV GRLRA FLQ ,,GGQ EATDIA LLLRDLETSC SDIRQ FC KKIRRRMP GTDA P GIP A A LA FGPQ ,,V SD
TLLDC RKHLTWV V A V LQ EV A A A A A Q LIA P LA ENEGLLV A A LEELA FKA SEQ ,,IYGTP SSSP YEC LRQ SC NILISTMNKLATA MQ EGEYDA ERP P
SK,,P P P V ELRA A A LRA EITDA EGLGLKLEDRETV IKELKKSLKIK,,GEELSEA NV RLSLLEKKLDSA A KDA DERIEKV Q TRLEETQ A LLRKKEK,,EF
EETMDA LQ A DIDQ LEA EKA ELKQ RLNSQ SKRTIEGLRGPP P SGIATLV SGIA G,,EEQ Q R,,GA IP GQ A P GSV P GP GLV KDSP LLLQ Q ISA MRLHI
SQ LQ HENSILK,,GA Q MKA SLA SLP P LHV A KLSHEGP GSELP A GA LYRKTSQ LLETLNQ LSTHTHV V DITRTSP,,A A KSPSA Q LMEQ V A Q LKSLS
DTV EKLK,,DEV LKETV SQ RPGATV P TDFATFP SSA FLR,,A KEEQ Q DDTV YMGKV TFSC A A GFGQ RHRLV LTQ EQ LHQ LHSRLIS*
1278 amino ac ids   =  141.7  kDa

coding sequence ENSP00000386406

MSA EA SA RPLRV GSRV EV IGKGHRGTV A YV GATLFATGKWV GV ILDEA KGKNDGTV Q GRKYFTC DEGHGIFV RQ SQ ,,IQ V FEDGA DTTSPETP
DSSA SKV LKR,,EGTDTTA KTSKL,,PTRP A STGV A GA SSSLGP SGSA SA GELSSSEP STP A Q TP LA A P IIPTP V LTSPGA V P P LP SP SK,,EEEGLRA
Q V RDLEEKLETLRLKRA EDKA KLKELEKHKIQ LEQ V Q EWKSKMQ EQ Q A DLQ RRLKEA RK,,EA KEA LEA KERYM EEMA DTA DA IEMATLDKEMA
EERA ESLQ Q EV EA LKERV DELTTDLEILKA EIEEK,,GSDGA A SSYQ LKQ LEEQ NA RLKDA LV R,,MRDLSSSEKQ EHV KLQ KLMEKKNQ ELEV V R
Q Q RERLQ EELSQ A EST IDELKEQ ,,V DA A LGA EEMV EMLTDRNLNLEEKV RELRETV GDL,,EA MNEMNDELQ ENA RETELELREQ LDMA GA RV R
EA Q KRV EA A Q ETV A DYQ Q TIKKYRQ LTA HLQ ,,DV NRELTNQ Q EA SV ERQ Q Q PP P ETFDFKIKFA ETKA HA K,,A IEMELRQ MEV A Q A NRHMSL
LTA FMP DSFLRP GGDHDC V LV LLLMP RLIC K,,A ELIRKQ A Q EKFELSENC SERP GLRGA A GEQ LSFA A GLV YSLSLLQ ATLHRYEH,,A LSQ C SV D
V YKKV GSLYP EMSA HERSLDFLIELLHKDQ LDETV NV EP LTKA IKYYQ ,,HLYSIHLA EQ PEDC TMQ LA DHIK,,FTQ SA LDC MSV EV GRLRA FLQ ,,
GGQ EATDIA LLLRDLETSC SDIRQ FC KKIRRRMP GTDA P GIP A A LA FGP Q ,,V SDTLLDC RKHLTWV V A V LQ EV A A A A A Q LIA P LA ENEGLLV A A
LEELA FKA SEQ ,,IYGTP SSSP YEC LRQ SC NILISTMNKLATA MQ EGEYDA ERP P SK,,PP P V ELRA A A LRA EITDA EGLGLKLEDRETV IKELKKSLK
IK,,GEELSEA NV RLSLLEKKLDSA A KDA DERIEKV Q TRLEETQ A LLRKKEK,,EFEETM DA LQ A DIDQ LEA EKA ELKQ RLNSQ SKRT IEGLRGP P P S
GIATLV SGIA G,,GA IP GQ A P GSV P GPGLV KDSP LLLQ Q ISA MRLHISQ LQ HENSILK,,GA Q MKA SLA SLP PLHV A KLSHEGPGSELP A GA LYRKT
SQ LLETLNQ LSTHTHV V DITRTSP,,A A KSP SA Q LMEQ V A Q LKSLSDTV EKLK,,DEV LKETV SQ RP GATV PTDFATFPSSA FLR,,A KEEQ Q DDTV
YMGKV TFSC A A GFGQ RHRLV LTQ EQ LHQ LHSRLIS*
1236 amino ac ids   =  136.8  kDa

coding sequence ENSP00000387327

MSA EA SA RPLRV GSRV EV IGKGHRGTV A YV GATLFATGKWV GV ILDEA KGKNDGTV Q GRKYFTC DEGHGIFV RQ SQ ,,IQ V FEDGA DTTSPETP
DSSA SKV LKR,,EGTDTTA KTSKL,,RGLKPKK,,A P TA RK,,TTTRRP K,,P TRPA STGV A GA SSSLGPSGSA SA GELSSSEP STP A Q TP LA A P IIP TP V
LTSP GA V P PLP SP SK,,EEEGLRA Q V RDLEEKLETLRLKRA EDKA KLKELEKHKIQ LEQ V Q EWKSKMQ EQ Q A DLQ RRLKEA RK,,EA KEA LEA KERY
MEEMA DTA DA IEMATLDKEMA EERA ESLQ Q EV EA LKERV DELTTDLE ILKA EIEEK,,GSDGA A SSYQ LKQ LEEQ NA RLKDA LV R,,MRDLSSSEK
Q EHV KLQ KLMEKKNQ ELEV V RQ Q RERLQ EELSQ A ESTIDELKEQ ,,V DA A LGA EEMV EMLTDRNLNLEEKV RELRETV GDL,,EA MNEM NDELQ
ENA RETELELREQ LDMA GA RV REA Q KRV EA A Q ETV A DYQ Q TIKKYRQ LTA HLQ ,,DV NRELTNQ Q EA SV ERQ Q Q P P PETFDFKIKFA ETKA HA
K,,A IEMELRQ MEV A Q A NRHMSLLTA FMP DSFLRP GGDHDC V LV LLLMP RLIC K,,A ELIRKQ A Q EKFELSENC SERP GLRGA A GEQ LSFA A GLV Y
SLSLLQ ATLHRYEH,,A LSQ C SV DV YKKV GSLYPEMSA HERSLDFLIELLHKDQ LDETV NV EPLTKA IKYYQ ,,HLYSIHLA EQ P EDC TMQ LA DHIK,,
FTQ SA LDC MSV EV GRLRA FLQ ,,GGQ EATDIA LLLRDLETSC SDIRQ FC KKIRRRMP GTDA PGIPA A LA FGP Q ,,V SDTLLDC RKHLTWV V A V LQ E
V A A A A A Q LIA P LA ENEGLLV A A LEELA FKA SEQ ,,IYGTP SSSP YEC LRQ SC NILISTMNKLATA MQ EGEYDA ERP PSK,,P P P V ELRA A A LRA EIT
DA EGLGLKLEDRETV IKELKKSLKIK,,GEELSEA NV RLSLLEKKLDSA A KDA DERIEKV Q TRLEETQ A LLRKKEK,,EFEETMDA LQ A DIDQ LEA EK
A ELKQ RLNSQ SKRT IEGLRGP P PSGIATLV SGIA G,,GA IP GQ A P GSV PGP GLV KDSP LLLQ Q ISA MRLHISQ LQ HENSILK,,GA Q MKA SLA SLPP
LHV A KLSHEGPGSELP A GA LYRKTSQ LLETLNQ LSTHTHV V DITRTSP,,A A KSP SA Q LM EQ V A Q LKSLSDTV EKLK,,DEV LKETV SQ RP GATV P
TDFATFPSSA FLR,,A KEEQ Q DDTV YMGKV TFSC A A GFGQ RHRLV LTQ EQ LHQ LHSRLIS*
1256 amino ac ids   =  139.1  kDa



coding sequence ENSP00000505612

MSA EA SA RPLRV GSRV EV IGKGHRGTV A YV GATLFATGKWV GV ILDEA KGKNDGTV Q GRKYFTC DEGHGIFV RQ SQ ,,IQ V FEDGA DTTSPETP
DSSA SKV LKR,,EGTDTTA KTSKL,,RGLKPKK,,A P TA RK,,TTTRRP K,,P TRPA STGV A GA SSSLGPSGSA SA GELSSSEP STP A Q TP LA A P IIP TP V
LTSP GA V P PLP SP SK,,EEEGLRA Q V RDLEEKLETLRLKRA EDKA KLKELEKHKIQ LEQ V Q EWKSKMQ EQ Q A DLQ RRLKEA RK,,EA KEA LEA KERY
MEEMA DTA DA IEMATLDKEMA EERA ESLQ Q EV EA LKERV DELTTDLE ILKA EIEEK,,GSDGA A SSYQ LKQ LEEQ NA RLKDA LV R,,MRDLSSSEK
Q EHV KLQ KLMEKKNQ ELEV V RQ Q RERLQ EELSQ A ESTIDELKEQ ,,V DA A LGA EEMV EMLTDRNLNLEEKV RELRETV GDL,,EA MNEM NDELQ
ENA RETELELREQ LDMA GA RV REA Q KRV EA A Q ETV A DYQ Q TIKKYRQ LTA HLQ ,,DV NRELTNQ Q EA SV ERQ Q Q P P PETFDFKIKFA ETKA HA
K,,A IEMELRQ MEV A Q A NRHMSLLTA FMP DSFLRP GGDHDC V LV LLLMP RLIC K,,A ELIRKQ A Q EKFELSENC SERP GLRGA A GEQ LSFA A GLV Y
SLSLLQ ATLHRYEH,,A LSQ C SV DV YKKV GSLYPEMSA HERSLDFLIELLHKDQ LDETV NV EPLTKA IKYYQ ,,HLYSIHLA EQ P EDC TMQ LA DHIK,,
FTQ SA LDC MSV EV GRLRA FLQ ,,GGQ EATDIA LLLRDLETSC SDIRQ FC KKIRRRMP GTDA PGIPA A LA FGP Q ,,V SDTLLDC RKHLTWV V A V LQ E
V A A A A A Q LIA P LA ENEGLLV A A LEELA FKA SEQ ,,IYGTP SSSP YEC LRQ SC NILISTMNKLATA MQ EGEYDA ERP PSK,,P P P V ELRA A A LRA EIT
DA EGLGLKLEDRETV IKELKKSLKIK,,GEELSEA NV RLSLLEKKLDSA A KDA DERIEKV Q TRLEETQ A LLRKKEK,,EFEETMDA LQ A DIDQ LEA EK
A ELKQ RLNSQ SKRT IEGLRGP P PSGIATLV SGIA G,,EEQ Q R,,GA IP GQ A P GSV P GPGLV KDSP LLLQ Q ISA MRLHISQ LQ HENSILK,,GA Q MKA
SLA SLP PLHV A KLSHEGPGSELP A GA LYRKTSQ LLETLNQ LSTHTHV V DITRTSP,,A A KSP SA Q LMEQ V A Q LKSLSDTV EKLK,,DEV LKETV SQ R
P GATV PTDFATFPSSA FLR,,A KEEQ Q DDTV YMGKV TFSC A A GFGQ RHRLV LTQ EQ LHQ LHSRLIS*
1261 amino ac ids   =  139.8  kDa

coding sequence ENSP00000404038

MSA EA SA RPLRV GSRV EV IGKGHRGTV A YV GATLFATGKWV GV ILDEA KGKNDGTV Q GRKYFTC DEGHGIFV RQ SQ ,,IQ V FEDGA DTTSPETP
DSSA SKV LKR,,EGTDTTA KTSKL,,RGLKPKK

121  amino ac ids  =  12 .9  kDa

coding sequence ENSP00000395312

MSA EA SA RPLRV GSRV EV IGKGHRGTV A YV GATLFATGKWV GV ILDEA KGKNDGTV Q GRKYFTC DEGHGIFV RQ SQ ,,IQ V FEDGA DTT

87 amino ac ids   =  9 .3  kDa

coding sequence ENSP00000413268

MSA EA SA RPLRV GSRV EV IGKGHRGTV A YV GATLFATGKWV GV ILDEA KGKNDGTV Q GRKYFTC DEGHGIFV RQ SQ

76 amino ac ids   =  8 .1  kDa

coding sequence ENSP00000409363

MSA EA SA RPLRV GSRV EV IGKGHRGTV A YV GATLFATGKWV GV ILDEA KGKNDGTV Q GRKYFTC DEGHGIFV RQ SQ

76 amino ac ids   =  8 .1  kDa

coding sequence ENSP00000400059

MSA EA SA RPLRV GSRV EV IGKGHRGTV A YV GATLFATGKWV GV ILDEA KGKNDGTV Q GRKYFTC

64 amino ac ids   =  6 .8  kDa

coding sequence ENSP00000407484

MSA EA SA RPLRV G

13 amino ac ids   =  1 .3  kDa

REV  = G
SNV  = A

primary transc ript ENST00000409438

primary transc ript ENST00000633691

primary transc ript ENST00000477966
Retained intron



coding sequence ENSP00000387270

MMRQ A P TA RK,,TTTRRP K,,P TRP A STGV A GA SSSLGP SGSA SA GELSSSEP STPA Q TP LA A PI IP TP V LTSP GA V PP LPSP SK,,EEEGLRA Q V RD
LEEKLETLRLKRA EDKA KLKELEKHKIQ LEQ V Q EWKSKMQ EQ Q A DLQ RRLKEA RK,,EA KEA LEA KERYMEEMA DTA DA IEMATLDKEMA EERA
ESLQ Q EV EA LKERV DELTTDLEILKA EIEEK,,GSDGA A SSYQ LKQ LEEQ NA RLKDA LV R,,MRDLSSSEKQ EHV KLQ KLMEKKNQ ELEV V RQ Q RE
RLQ EELSQ A EST IDELKEQ ,,V DA A LGA EEMV EMLTDRNLNLEEKV RELRETV GDL,,EA MNEMNDELQ ENA RETELELREQ LDMA GA RV REA Q K
RV EA A Q ETV A DYQ Q TIKKYRQ LTA HLQ ,,DV NRELTNQ Q EA SV ERQ Q Q P PP ETFDFKIKFA ETKA HA K,,A IEMELRQ MEV A Q A NRHMSLLTA F
MPDSFLRP GGDHDC V LV LLLMP RLIC K,,A ELIRKQ A Q EKFELSENC SERP GLRGA A GEQ LSFA A GLV YSLSLLQ ATLHRYEH,,A LSQ C SV DV YKK
V GSLYP EMSA HERSLDFLIELLHKDQ LDETV NV EP LTKA IKYYQ ,,HLYSIHLA EQ P EDC TMQ LA DHIK,,FTQ SA LDC MSV EV GRLRA FLQ ,,GGQ E
ATDIA LLLRDLETSC SDIRQ FC KKIRRRMP GTDA P GIP A A LA FGP Q ,,V SDTLLDC RKHLTWV V A V LQ EV A A A A A Q LIA P LA ENEGLLV A A LEELA
FKA SEQ ,,IYGTPSSSPYEC LRQ SC NILISTMNKLATA MQ EGEYDA ERPP SK,,P P PV ELRA A A LRA EITDA EGLGLKLEDRETV IKELKKSLKIK,,GE
ELSEA NV RLSLLEKKLDSA A KDA DERIEKV Q TRLEETQ A LLRKKEK,,EFEETMDA LQ A DIDQ LEA EKA ELKQ RLNSQ SKRT IEGLRGP P PSGIATL
V SGIA G,,GA IP GQ A P GSV PGP GLV KDSP LLLQ Q ISA MRLHISQ LQ HENSILK,,GA Q MKA SLA SLPP LHV A KLSHEGP GSELP A GA LYRKTSQ LL
ETLNQ LSTHTHV V DITRTSP,,A A KSP SA Q LMEQ V A Q LKSLSDTV EKLK,,DEV LKETV SQ RP GATV PTDFATFPSSA FLR,,A KEEQ Q DDTV YM GK
V TFSC A A GFGQ RHRLV LTQ EQ LHQ LHSRLIS*
1139 amino ac ids   =  126.7  kDa

coding sequence ENSP00000487724

MMRQ A P TA RK,,TTTRRP K,,P TRP A STGV A GA SSSLGP SGSA SA GELSSSEP STPA Q TP LA A PI IP TP V LTSP GA V PP LPSP SK,,EEEGLRA Q V RD
LEEKLETLRLKRA EDKA KLKELEKHKIQ LEQ V Q EWKSKMQ EQ Q A DLQ RRLKEA RK,,EA KEA LEA KERYMEEMA DTA DA IEMATLDKEMA EERA
ESLQ Q EV EA LKERV DELTTDLEILKA EIEEK,,GSDGA A SSYQ LKQ LEEQ NA RLKDA LV R,,MRDLSSSEKQ EHV KLQ KLMEKKNQ ELEV V RQ Q RE
RLQ EELSQ A EST IDELKEQ ,,V DA A LGA EEMV EMLTDRNLNLEEKV RELRETV GDL,,EA MNEMNDELQ ENA RETELELREQ LDMA GA RV REA Q K
RV EA A Q ETV A DYQ Q TIKKYRQ LTA HLQ ,,DV NRELTNQ Q EA SV ERQ Q Q P PP ETFDFKIKFA ETKA HA K,,A IEMELRQ MEV A Q A NRHMSLLTA F
MPDSFLRP GGDHDC V LV LLLMP RLIC K,,A ELIRKQ A Q EKFELSENC SERP GLRGA A GEQ LSFA A GLV YSLSLLQ ATLHRYEH,,A LSQ C SV DV YKK
V GSLYP EMSA HERSLDFLIELLHKDQ LDETV NV EP LTKA IKYYQ ,,HLYSIHLA EQ P EDC TMQ LA DHIK,,FTQ SA LDC MSV EV GRLRA FLQ ,,GGQ E
ATDIA LLLRDLETSC SDIRQ FC KKIRRRMP GTDA P GIP A A LA FGP Q ,,V SDTLLDC RKHLTWV V A V LQ EV A A A A A Q LIA P LA ENEGLLV A A LEELA
FKA SEQ ,,IYGTPSSSPYEC LRQ SC NILISTMNKLATA MQ EGEYDA ERPP SK,,P P PV ELRA A A LRA EITDA EGLGLKLEDRETV IKELKKSLKIK,,GE
ELSEA NV RLSLLEKKLDSA A KDA DERIEKV Q TRLEETQ A LLRKKEK,,EFEETMDA LQ A DIDQ LEA EKA ELKQ RLNSQ SKRT IEGLRGP P PSGIATL
V SGIA G,,EEQ Q R,,GA IP GQ A P GSV P GPGLV KDSP LLLQ Q ISA MRLHISQ LQ HENSILK,,GA Q M KA SLA SLP PLHV A KLSHEGPGSELP A GA LYR
KTSQ LLETLNQ LSTHTHV V DITRTSP,,A A KSPSA Q LMEQ V A Q LKSLSDTV EKLK,,DEV LKETV SQ RP GATV P TDFATFP SSA FLR,,A KEEQ Q DD
TV YMGKV TFSC A A GFGQ RHRLV LTQ EQ LHQ LHSRLIS*
1144 amino ac ids   =  127.4  kDa

primary transc ript ENST00000463583
protein_coding_C DS_not_defined

primary transc ript ENST00000462813
Retained intron

primary transc ript ENST00000466110
Retained intron

primary transc ript ENST00000470351
Retained intron

primary transc ript ENST00000497666
protein_coding_C DS_not_defined

primary transc ript ENST00000495643
protein_coding_C DS_not_defined

primary transc ript ENST00000495895
Retained intron

primary transc ript ENST00000491465
Retained intron

gene ENSG00000264324
P rotein coding

primary transc ript ENST00000451608
Nonsense mediated decay

primary transc ript ENST00000492717
Retained intron



GC C TGGTC TA A A C TGA GTTATTTGC
44% GC   /  7663.0 Da

TC C C GTGTA GA GGTGATTGG
55% GC   /  6204.1 Da

ATC A C A A GTGA A GTA C TTC C TGC C TTGA A C A GTTC C ATC ATTTTTGC C C TTTGC TTC ATC C A GA ATC A C GC C TA C C C ATTTGC C A GTGG
C A A A C A GTGTG46% GC   /  30,563.9  Da

C A A ATGGGTA A GC GTGATTC
45% GC   /  6181.1 Da

GGGA A GTA GTATC TGC TC C ATC TTC
48% GC   /  7648.0 Da


