Sequence: INK2JO00008_TIA1_P351L_CO3_AB.dna (Linear/ 39,217 bp)
Features: 34 total
Primers: 5 total

(35,853 .. 35,872) gRNA Protospacer
(35,768 .. 35,787) Sanger Sequence | Donor Template WT -> SNV (35,835 .. 35,934)
(35,438 .. 35,462) PCR Forward\\ PCR Reverse (36,418 .. 36,442)
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INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

AACTTTGCTGGCTGCTCCTAGGCTCCCGGCTCGCCGCCATCTTGTATTGGGGTTTCATTGTTCCCGCTGGGCCGGGCGGTTTAGT

TTGAAACGACCGACGAGGATCCGAGGGCCGAGCGGCGGTAGAACATAACCCCAAAGTAACAAGGGCGACCCGGCCCGCCAAATCA

e, >

| TIA1-205 >

GTAATTGCCGCCGGAGGAGGAGGCGGAGTAACCTCTGGTCAGCCGAGAAACCCCACTATCCTGTAGCCATAACCGCTTAAACGAT

CATTAACGGCGGCCTCCTCCTCCGCCTCATTGGAGACCAGTCGGCTCTTTGGGGTGATAGGACATCGGTATTGGCGAATTTGCTA

I, >

TIA1-205 >

TTGGGAGGTAGTGAAGGGCAGGGAGCTGGACCTGGAGGCGCCGCCGCGACAGCAGCAGCCATGGAGGACGAGATGCCCAAGACTC

AACCCTCCATCACTTCCCGTCCCTCGACCTGGACCTCCGCGGCGGCGCTGTCGTCGTCGGTACCTCCTGCTCTACGGGTTCTGAG

e, >

TIA1-205 >
1 L L L 5 L L L
M E D E M P K T
ENSE00001942458
TIA1-205

TGTGAGTCTGGGGCAGCGATGAGGGAGGCGGGATGGTGGTCGTCCCGGAGGGAAGGCCTCGGCCCTGCGCCGCTCCCAGCCTATT

ACACTCAGACCCCGTCGCTACTCCCTCCGCCCTACCACCAGCAGGGCCTCCCTTCCGGAGCCGGGACGCGGCGAGGGTCGGATAA

e, >

TIA1-205 >

TIA1-205

GTTCTCCGTGGACACCGCGATATCGTGGTTTTTGTTTCCTTAGCATGCACCTGGATGCTTACAACCAAGACCCAATCTGTGAGGA

CAAGAGGCACCTGTGGCGCTATAGCACCAAAAACAAAGGAATCGTACGTGGACCTACGAATGTTGGTTCTGGGTTAGACACTCCT

e 1 N

TIA1-205 >

TIA1-205

CGAGGTGAAGGGAGACGGGGCTCAACCCTCTCAATTAATCCCTTCACTTTAGCAACACCATTGCATGACCTTTGCTCTCGCCACG

GCTCCACTTCCCTCTGCCCCGAGTTGGGAGAGTTAATTAGGGAAGTGAAATCGTTGTGGTAACGTACTGGAAACGAGAGCGGTGC

e, >

TIA1-205 >

TIA1-205

GGCCCTCTGTGGTCTTAGACCTGGAGAAAAGACTTTAATTCAGACCTCTTTTTAGAACTCGTCGAACCTTCCTTTTGTCCTATGC

CCGGGAGACACCAGAATCTGGACCTCTTTTCTGAAATTAAGTCTGGAGAAAAATCTTGAGCAGCTTGGAAGGAAAACAGGATACG

I, >

TIA1-205 >

TIA1-205

85

255

340

425

595

Drinted from SnanGene®:* Mav 15 2023 1216 PM

Paae 2



INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

TTTCTTTCCTTTTCCCGCTTCTCCCCCTTTTTGATTAACCTCTTCTTATCTTTACAGCCGTCTCCCTTTAATTTTACTTTTGATT
680
AAAGAAAGGAAAAGGGCGAAGAGGGGGAAAAACTAATTGGAGAAGAATAGAAATGTCGGCAGAGGGAAATTAAAATGAAAACTAA

e, >

TIA1-205 >

TIA1-205

TCCTACTGAAATTCTTCCTTTCATTTTCTTCTCGGTGATAAGATTTTTTTTCCTCCTCGAGGGTGCTTGTACTCATTTTCAGTGC
765
AGGATGACTTTAAGAAGGAAAGTAAAAGAAGAGCCACTATTCTAAAAAAAAGGAGGAGCTCCCACGAACATGAGTAAAAGTCACG

I, >

TIA1-205 >

TIA1-205

AGTAAACTTTATTCTTGCAGTTGCCAATTGGAAAAAAGCCAAGCATTTTTCTTTAACCTCTGGCTTTCCTTCTGTAGCACCCACC

TCATTTGAAATAAGAACGTCAACGGTTAACCTTTTTTCGGTTCGTAAAAAGAAATTGGAGACCGAAAGGAAGACATCGTGGGTGG

e, >

TIA1-205 >

TIA1-205

GACCAAAAAGCCTAACCAGACACCCCAAGGATTTGGAAATCTCACCCAGAAGGAATATATCAATTGAGGGGAAATGGATTTAATA
935
CTGGTTTTTCGGATTGGTCTGTGGGGTTCCTAAACCTTTAGAGTGGGTCTTCCTTATATAGTTAACTCCCCTTTACCTAAATTAT

e 1 N

TIA1-205 >

TIA1-205

TTATTTTTATAGTCGTTTACTACTGTTGTGATTGACATGGTGTTGAACGAGCGGGCTGTAAATGCCCTAACATATTTACAGAGAA
1020
AATAAAAATATCAGCAAATGATGACAACACTAACTGTACCACAACTTGCTCGCCCGACATTTACGGGATTGTATAAATGTCTCTT

e, >

TIA1-205 >

TIA1-205

TTTTTAGAGATAGCGTTAAATTACCGGAGCGTGGATATTTTCTTTGTCGTGTGGCTTCCCCAACTGCGTTCTTTGTTTTTCGAGG
1105
AAAAATCTCTATCGCAATTTAATGGCCTCGCACCTATAAAAGAAACAGCACACCGAAGGGGTTGACGCAAGAAACAAAAAGCTCC

I, >

TIA1-205 >

TIA1-205

TATTATCGGATGAGTTGATCCTGCCTTTGTTGGCATTTCTCGGAAGAAGAAAAGCTCAATGAGTTCTTGACATAGCTTTTTGTTT
1190
ATAATAGCCTACTCAACTAGGACGGAAACAACCGTAAAGAGCCTTCTTCTTTTCGAGTTACTCAAGAACTGTATCGAAAAACAAA

e, >

TIA1-205 >

TIA1-205

Drinted from SnanGene®:* Mav 15 2023 1216 PM Paae 3



INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

TTCTTGGATGACATAGCTTTTTGTTTATATTCTTGGAATACTGGCAGTTTGAGAGCTCCATGCATTAAAAATGCAATTTTAGGTT
1275
AAGAACCTACTGTATCGAAAAACAAATATAAGAACCTTATGACCGTCAAACTCTCGAGGTACGTAATTTTTACGTTAAAATCCAA

e, >

TIA1-205 >

TIA1-205

TCTCTTTGCAGCTCTCTAATAAAGTTGCTCTGAAGTACGATGTAATTGTTTTTTTACCTCCAAAATTTTTCCACTTTTAAGTTGC
1360
AGAGAAACGTCGAGAGATTATTTCAACGAGACTTCATGCTACATTAACAAAAAAATGGAGGTTTTAAAAAGGTGAAAATTCAACG

I, >

TIA1-205 >

TIA1-205

TATTTCTTGTCTATATTGGAAATGTGGTTACACTTGTTTTCTTAATAGATTGTCAGTTAATCTGTTAGTAACCTTGAAATTTCTT
1445
ATAAAGAACAGATATAACCTTTACACCAATGTGAACAAAAGAATTATCTAACAGTCAATTAGACAATCATTGGAACTTTAAAGAA

e, >

TIA1-205 >

TIA1-205

TTCTCTATTCCTGAGGCTCAGAAAGTATCTTTTCAGTAGGACGTAGCAATTAGTGCATGACCTTTGTTTTAGGAAAGATTGTATC
1530
AAGAGATAAGGACTCCGAGTCTTTCATAGAAAAGTCATCCTGCATCGTTAATCACGTACTGGAAACAAAATCCTTTCTAACATAG

e 1 N

TIA1-205 >

TIA1-205

TGTAGATGAATACTCCCTAAAAAACTACTAGCCTCACGGTGTTGGTGGAATCTCTTCCCTCTTGCCTCTTAGCTATGACAGTCAT
1615
ACATCTACTTATGAGGGATTTTTTGATGATCGGAGTGCCACAACCACCTTAGAGAAGGGAGAACGGAGAATCGATACTGTCAGTA

e, >

TIA1-205 >

TIA1-205

CAGCATTTTGGGTTAAGGCACTGCTCGTGTTTTATAATGTAAACTTAATATTCTCAGTATTAGTTTGAAAATGTTTAATTTTAGA
1700
GTCGTAAAACCCAATTCCGTGACGAGCACAAAATATTACATTTGAATTATAAGAGTCATAATCAAACTTTTACAAATTAAAATCT

I, >

TIA1-205 >

TIA1-205

AACTGCAGAAGTATCTGACCACTTAACTTTTTAACTTTTTAATTTTGTTTTTACTTTTTAATTTTTTGAGATGGAGTCTCACTTT
1785
TTGACGTCTTCATAGACTGGTGAATTGAAAAATTGAAAAATTAAAACAAAAATGAAAAATTAAAAAACTCTACCTCAGAGTGAAA

e, >

TIA1-205 >

TIA1-205
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INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

GTCACCCAGGCTGCAAGGCTAGAGTGCAGTGATGCGATTTCGGCTCACTGCAACCTCCACCTCCTGGGTTTAAATGATTCTCCTG
1870
CAGTGGGTCCGACGTTCCGATCTCACGTCACTACGCTAAAGCCGAGTGACGTTGGAGGTGGAGGACCCAAATTTACTAAGAGGAC

e, >

TIA1-205 >

TIA1-205

CCTCACCCTCCCAAGTAGCTGGCACTACATGCGGGCACCACCATGCCCGGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCA
1955
GGAGTGGGAGGGTTCATCGACCGTGATGTACGCCCGTGGTGGTACGGGCCGATTAAAAACATAAAAATCATCTCTACCCCAAAGT

I, >

TIA1-205 >

TIA1-205

CCATGTCGGCCAAGCTGGTCTCGAACTCCTGACCTCAGGTGATCCGCACACCTCGGCCTCCCAGAGTGCTGGGATTACAGGTGTG
2040
GGTACAGCCGGTTCGACCAGAGCTTGAGGACTGGAGTCCACTAGGCGTGTGGAGCCGGAGGGTCTCACGACCCTAATGTCCACAC

e, >

TIA1-205 >

TIA1-205

AGCCACTGCGCCTGGCCTGTCCTCAACTTTTAACTATTACATTTATTACTTATTTTGCCTTGTATCCCTCACTAATACACCCCAT
2125
TCGGTGACGCGGACCGGACAGGAGTTGAAAATTGATAATGTAAATAATGAATAAAACGGAACATAGGGAGTGATTATGTGGGGTA

e 1 N

TIA1-205 >

TIA1-205

CCAAGAAACTCTTCCTCAAAGTAGTCATACTGTAAAAGTCTTCTCTTGTTTCTACCTCCCTCAACCCAAACTCCCATTTTTCTAG
2210
GGTTCTTTGAGAAGGAGTTTCATCAGTATGACATTTTCAGAAGAGAACAAAGATGGAGGGAGTTGGGTTTGAGGGTAAAAAGATC

e, >

TIA1-205 >

TIA1-205

TCAGGCAAACCTTGACCAAACATGAGGGTACTAATCCCTAAGTTTTCCTAATAGTGTTTTTAATTTTAATGTAAGATTTTTGCTT
2295
AGTCCGTTTGGAACTGGTTTGTACTCCCATGATTAGGGATTCAAAAGGATTATCACAAAAATTAAAATTACATTCTAAAAACGAA

I, >

TIA1-205 >

TIA1-205

TAATGACCCTGGAAGTCAGAGGCTTTTAATATATGTTCTTAGCAGAGTTCTTAGCACATTAAAAACACAGCCTCTCAATATATGT
2380
ATTACTGGGACCTTCAGTCTCCGAAAATTATATACAAGAATCGTCTCAAGAATCGTGTAATTTTTGTGTCGGAGAGTTATATACA

e, >

TIA1-205 >

TIA1-205
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INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

TCTTAGTGTGGTCCATGGTAAGTAATCAATACATTTGTTTAAGAAACTGGTATAATTGGCTGGGCACAGTGGCTCACGCCTATAA
2465
AGAATCACACCAGGTACCATTCATTAGTTATGTAAACAAATTCTTTGACCATATTAACCGACCCGTGTCACCGAGTGCGGATATT

e, >

TIA1-205 >

TIA1-205

TCCTAACACTTTGGGGGGCTGAGGAGGGTGGATCACTTGAGGGCAGGAGTTCAAGACCAGCCTGGCCAACATGGCGAAACCCTGT
2550
AGGATTGTGAAACCCCCCGACTCCTCCCACCTAGTGAACTCCCGTCCTCAAGTTCTGGTCGGACCGGTTGTACCGCTTTGGGACA

I, >

TIA1-205 >

TIA1-205

CTCTACTACAAATACAAAAATTAACTGAGCATGGTGGCGCATGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGAAGGAGAATCG
2635
GAGATGATGTTTATGTTTTTAATTGACTCGTACCACCGCGTACGGACATTAGGGTCGATGAGCCCTCCGACTCCTTCCTCTTAGC

e, >

TIA1-205 >

TIA1-205

CTTGAACCCGGGAGGTGGAGGTTGCAGTGAGCCGAGGTTGCGCCATTGCACTCCAGCCTGTGCAACAGGAGGGAGGCTCCATCTC
2720
GAACTTGGGCCCTCCACCTCCAACGTCACTCGGCTCCAACGCGGTAACGTGAGGTCGGACACGTTGTCCTCCCTCCGAGGTAGAG

e 1 N

TIA1-205 >

TIA1-205

AAAAAAAAAAAAAAAAAAAAAAAAAATCTGGTAGAATTTCAAGCAGTGAATTAAGATTTTACTCTTTCTTGAGGATAAAATAGAG
2805
TTTTTTTTTTTTTTTTTTTTTTTTTTAGACCATCTTAAAGTTCGTCACTTAATTCTAAAATGAGAAAGAACTCCTATTTTATCTC

e, >

TIA1-205 >

TIA1-205

TCTGAATTTTTATCACCCACATACCTAAATGGCTCACTGGAAATTCCTTCATTTGCTACATCTGAGTGTTCGGCATCTCCATGTT
2890
AGACTTAAAAATAGTGGGTGTATGGATTTACCGAGTGACCTTTAAGGAAGTAAACGATGTAGACTCACAAGCCGTAGAGGTACAA

I, >

TIA1-205 >

TIA1-205

AAGTTAGAGAATACCAGTATTTGATTTCTTGTCACCAATACTTTGGAATCATATTCTGAGACAAACTTCCCGAAAGTTTATACTG
2975
TTCAATCTCTTATGGTCATAAACTAAAGAACAGTGGTTATGAAACCTTAGTATAAGACTCTGTTTGAAGGGCTTTCAAATATGAC

e, >

TIA1-205 >

TIA1-205
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INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

CAAGATTATTTTGAGGAGTATTCAAGGTACAGTTAATAAGTTCAAACATTTGTAGTGAGCATATGGGTGATGTATACTACTCTTC
3060
GTTCTAATAAAACTCCTCATAAGTTCCATGTCAATTATTCAAGTTTGTAAACATCACTCGTATACCCACTACATATGATGAGAAG

e, >

TIA1-205 >

TIA1-205

TCCATATATAAATTTGAAATTTTCCACAGTAAAAAAATAAAAATACGTGTATAGTGAGTCTGAATTGGCCTTGGTTACTTTAAAA
3145
AGGTATATATTTAAACTTTAAAAGGTGTCATTTTTTTATTTTTATGCACATATCACTCAGACTTAACCGGAACCAATGAAATTTT

I, >

TIA1-205 >

TIA1-205

ATATTCAACTTGTGAACTAAAAGCTACACACTAGACTAGAAAAACATTGCTGGTGTTAGTTGATGAAAGTTAATTCCCTCAAATC
3230
TATAAGTTGAACACTTGATTTTCGATGTGTGATCTGATCTTTTTGTAACGACCACAATCAACTACTTTCAATTAAGGGAGTTTAG

e, >

TIA1-205 >

TIA1-205

CAGACACCTTAATATCCTTTGTGTGGTTTACTCTCAAATGCATGAGTGTTCTCTTTTGAGATAACTATACTGTTATTGTGCGGCT
3315
GTCTGTGGAATTATAGGAAACACACCAAATGAGAGTTTACGTACTCACAAGAGAAAACTCTATTGATATGACAATAACACGCCGA

e 1 N

TIA1-205 >

TIA1-205

TTCCCATTTGCTAAGATGCAGATCTGTAAATTATAGACCATCTTTAAAAGCCTGCAGCTGGCCAGGCATGGTGGCTCACACCTGT
3400
AAGGGTAAACGATTCTACGTCTAGACATTTAATATCTGGTAGAAATTTTCGGACGTCGACCGGTCCGTACCACCGAGTGTGGACA

e, >

TIA1-205 >

TIA1-205

AATCCCAGCACTTTGGGAAGCCGAGGTGAGTGGATCACCTGAGGTCAGAAGTTTGAGACCAACCTGGGCAACATGGTGAAACCCC
3485
TTAGGGTCGTGAAACCCTTCGGCTCCACTCACCTAGTGGACTCCAGTCTTCAAACTCTGGTTGGACCCGTTGTACCACTTTGGGG

I, >

TIA1-205 >

TIA1-205

ATCTCTACTAAAAATACAAAAATTAGCTAGGTGTGGTGACACATGCCAGTAGCCTCAGCTACTCGGGACTCCGGAGGCTCAGGAA
3570
TAGAGATGATTTTTATGTTTTTAATCGATCCACACCACTGTGTACGGTCATCGGAGTCGATGAGCCCTGAGGCCTCCGAGTCCTT

e, >

TIA1-205 >

TIA1-205

Drinted from SnanGene®:* Mav 15 2023 1216 PM Paae 7



INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

GGAGAATCGCCCGGGAGGTGGAGGTTGCAGTGAGCCGAGATCACGCCACTGCACTCCAGCCTGGATGACAGAGCAAGACGGAGCC
3655
CCTCTTAGCGGGCCCTCCACCTCCAACGTCACTCGGCTCTAGTGCGGTGACGTGAGGTCGGACCTACTGTCTCGTTCTGCCTCGG

e, >

TIA1-205 >

TIA1-205

CAATTAATTGCTATATACTAATGAGGGCCTTGCCTTTCTTCTGCTCCATGCTCATCTTTCATTCTTGTTGTCTACTCCACTCTCC
3740
GTTAATTAACGATATATGATTACTCCCGGAACGGAAAGAAGACGAGGTACGAGTAGAAAGTAAGAACAACAGATGAGGTGAGAGG

I, >

TIA1-205 >

TIA1-205

AAATAGTATTGGCCTTGTAATTTGTATGAAATAAAATCTCTTGTATTGAGAATCAGACCTATCTTTTTTTTTTTTTTTTTTTTTT
3825
TTTATCATAACCGGAACATTAAACATACTTTATTTTAGAGAACATAACTCTTAGTCTGGATAGAAAAAAAAAAAAAAAAAAAAAA

e, >

TIA1-205 >

TIA1-205

TGAGACAGAGTCTCGCTCTGTCACCCAGGCTGGAATGCAGTGGCCCAATCTTGGCTCACTGCAAGCTCTGCCTTCCAGGTTCACG
3910
ACTCTGTCTCAGAGCGAGACAGTGGGTCCGACCTTACGTCACCGGGTTAGAACCGAGTGACGTTCGAGACGGAAGGTCCAAGTGC

e 1 N

TIA1-205 >

TIA1-205

CCATTCTCCTGCCTCAGCCTCCGGAGTAGCTGGGACTGCAGGCACCCGCCACCACGCCTGGCTAATTTTTTGTATTTGTAGTAGA
3995
GGTAAGAGGACGGAGTCGGAGGCCTCATCGACCCTGACGTCCGTGGGCGGTGGTGCGGACCGATTAAAAAACATAAACATCATCT

e, >

TIA1-205 >

TIA1-205

GACACAGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGCGATCCGCCTGCCTCAGCCTCCCAAAGTGCTGGGAT
4080
CTGTGTCAAAGTGGCACAATCGGTCCTACCAGAGCTAGAGGACTGGAGCGCTAGGCGGACGGAGTCGGAGGGTTTCACGACCCTA

I, >

TIA1-205 >

TIA1-205

TACAGGCGACAATCAGACCTATTTTAAAGATTAGATTGAAGGCAAGGTTGGCCAAAATGAGATATTTATTAGATAATACTTATGT
4165
ATGTCCGCTGTTAGTCTGGATAAAATTTCTAATCTAACTTCCGTTCCAACCGGTTTTACTCTATAAATAATCTATTATGAATACA

e, >

TIA1-205 >

TIA1-205

Drinted from SnanGene®:* Mav 15 2023 1216 PM Paade &



INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

TTCCAAATAACTGCTAGTAATTAAGAATATGCTAGAAACATTACATTCACTCAGTAATATTGAGAGCATACTACATGGCTGTCCG
4250
AAGGTTTATTGACGATCATTAATTCTTATACGATCTTTGTAATGTAAGTGAGTCATTATAACTCTCGTATGATGTACCGACAGGC

e, >

TIA1-205 >

TIA1-205

TCTTCTGGGAACTGGGGATATGGTAGTACATATAATAGGCCTTTTACGAATTTACATAAGTAATTATGTTAGATGGTAATAAGTG
4335
AGAAGACCCTTGACCCCTATACCATCATGTATATTATCCGGAAAATGCTTAAATGTATTCATTAATACAATCTACCATTATTCAC

I, >

TIA1-205 >

TIA1-205

CTATGGAGAAACATAATGCAGGGTATGCATGGTAAGGAGGAAGGGGTGGATATTTATAGAGAATAATAAAGGAAGGTCATCCTTT
4420
GATACCTCTTTGTATTACGTCCCATACGTACCATTCCTCCTTCCCCACCTATAAATATCTCTTATTATTTCCTTCCAGTAGGAAA

e, >

TIA1-205 >

TIA1-205

GATAAGTGACATTTGAGGAAAAAAGTGAAGGAGATGAGGGAGAGCCATGCTTCTATCTGAAGGAGGAGCACCCTAGAAAGAGCTA
4505
CTATTCACTGTAAACTCCTTTTTTCACTTCCTCTACTCCCTCTCGGTACGAAGATAGACTTCCTCCTCGTGGGATCTTTCTCGAT

e 1 N

TIA1-205 >

TIA1-205

GTGCAAGGGGCCCTTGGGGGCAGGTCATGCTGGTTGGTTAGCCTGAAGAGAGTAAATGTAGTAGAGGAGTAGGAAATGAGGTCAG
4590
CACGTTCCCCGGGAACCCCCGTCCAGTACGACCAACCAATCGGACTTCTCTCATTTACATCATCTCCTCATCCTTTACTCCAGTC

e, >

TIA1-205 >

TIA1-205

AATGATAAATAGGAATGTTAGGGGAGATAGAAAATGCCAGATCATACGGATCCTTATGAGGGCTATCTTATCTGAGTAGGAATGG
4675
TTACTATTTATCCTTACAATCCCCTCTATCTTTTACGGTCTAGTATGCCTAGGAATACTCCCGATAGAATAGACTCATCCTTACC

I, >

TIA1-205 >

TIA1-205

AAGCTGTAAGTGGGTTTCACGCAGAGTAGTGGTATAGCCTATCTTAACCTTAAAACTGGCAAAAGCAAGTAGCCTAGTCAGGAAG
4760
TTCGACATTCACCCAAAGTGCGTCTCATCACCATATCGGATAGAATTGGAATTTTGACCGTTTTCGTTCATCGGATCAGTCCTTC

e, >

TIA1-205 >

TIA1-205

Drinted from SnanGene®:* Mav 15 2023 1216 PM Paage O



INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

CCAATCCAGGTATCAGAGAAAGCAGTGCCTGTAATTGTAGTTAGTGCTGGTGAAAGTGATGGGAAGTAGTTGAATTATGGATATG
4845
GGTTAGGTCCATAGTCTCTTTCGTCACGGACATTAACATCAATCACGACCACTTTCACTACCCTTCATCAACTTAATACCTATAC

e, >

TIA1-205 >

TIA1-205

TTTTGAAAATAGAGCAACAGGAATTACCAGTGGCTTAGATGTGGCATGTGAGAATGATGTCAACAATAAATGGATTTATTTTAAA
4930
AAAACTTTTATCTCGTTGTCCTTAATGGTCACCGAATCTACACCGTACACTCTTACTACAGTTGTTATTTACCTAAATAAAATTT

I, >

TIA1-205 >

TIA1-205

ATGTGTAATATCAGTTATCTAAAATGTTATAGTTTGTTGCAAAATATAAGTAAAAATGAAAAGTCTTGAGGATCGATATCCCTTA
5015
TACACATTATAGTCAATAGATTTTACAATATCAAACAACGTTTTATATTCATTTTTACTTTTCAGAACTCCTAGCTATAGGGAAT

e, >

TIA1-205 >

TIA1-205

AGATGTCTACAGGCATAGTATTGAATACATTTGTTCAAGCTGGTTTACCTAGTGAAGGAGGTCCCAACTAGTAAGGCAGTTTCAG
5100
TCTACAGATGTCCGTATCATAACTTATGTAAACAAGTTCGACCAAATGGATCACTTCCTCCAGGGTTGATCATTCCGTCAAAGTC

e 1 N

TIA1-205 >

TIA1-205

CCATCTCTTGTAACAGATTATTCTTTGTGATGGGTATACATTTGTTAAATAATAATAAGGTTAGGATGCTGATGTATAGTATATA
5185
GGTAGAGAACATTGTCTAATAAGAAACACTACCCATATGTAAACAATTTATTATTATTCCAATCCTACGACTACATATCATATAT

e, >

TIA1-205 >

TIA1-205

CACAAGCACTTACTATTCTACACAATTTATTTATTTATTTATTTTAATTGAGATAGGGTCTCATCCTGTTGTCCAGGCTCTGGCG
5270
GTGTTCGTGAATGATAAGATGTGTTAAATAAATAAATAAATAAAATTAACTCTATCCCAGAGTAGGACAACAGGTCCGAGACCGC

I, >

TIA1-205 >

TIA1-205

CAGTGGTGTGATCACAGCTCACTGTAGCCTCGACCTCTCAGGCTCAAGGGATCTTCCCACCTCAGCCTCCTGAATAGCTGGGACT
5355
GTCACCACACTAGTGTCGAGTGACATCGGAGCTGGAGAGTCCGAGTTCCCTAGAAGGGTGGAGTCGGAGGACTTATCGACCCTGA

e, >

TIA1-205 >

TIA1-205
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INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

ATAGGCATGTGCCACCATGTCTGGCTAATTTTTAAAAATATTTGTAGAGAAGCGATCTCACTGTGTTGCCCAGGCTGGTCTCCAA
5440
TATCCGTACACGGTGGTACAGACCGATTAAAAATTTTTATAAACATCTCTTCGCTAGAGTGACACAACGGGTCCGACCAGAGGTT

e, >

TIA1-205 >

TIA1-205

CTCCTGGGCTCAAGCGATCTTCCCACCTTAGCCTCCCAAAGTGGGATTATAGGTGTGAGCCACCGTGCCTGGTGTTTACACAGTT
5525
GAGGACCCGAGTTCGCTAGAAGGGTGGAATCGGAGGGTTTCACCCTAATATCCACACTCGGTGGCACGGACCACAAATGTGTCAA

I, >

TIA1-205 >

TIA1-205

TCTTCATTAGCAAAAGACATAACTAATCTTTTCCCTCTAGGGTAACTTAAGCAAAATGAGAGAATTTTCTAGCAAATTGCAAATG
5610
AGAAGTAATCGTTTTCTGTATTGATTAGAAAAGGGAGATCCCATTGAATTCGTTTTACTCTCTTAAAAGATCGTTTAACGTTTAC

e, >

TIA1-205 >

TIA1-205

TTCAGAAGTCATTCTGAGACAGTACATTTAACTCTTTAACAGATATTTATAGAGCAATAAATATCACTGCAATGATATTGCAATG
5695
AAGTCTTCAGTAAGACTCTGTCATGTAAATTGAGAAATTGTCTATAAATATCTCGTTATTTATAGTGACGTTACTATAACGTTAC

e 1 N

TIA1-205 >

TIA1-205

TTCCAGGCAGTGTTCTAGACTAGCAGTCCCCAGCCTTTTTGGCACCGAGACCAGTTTTGTGGAAGACAATTTTTCCATGGGCGGG
5780
AAGGTCCGTCACAAGATCTGATCGTCAGGGGTCGGAAAAACCGTGGCTCTGGTCAAAACACCTTCTGTTAAAAAGGTACCCGCCC

e, >

TIA1-205 >

TIA1-205

ATGGTTTCAGGATGAAACTGTTCCACCTCAGAGCATCAGGCATTAGATAAATTCTCATAAGGAACACACAACCTAGATCCCTTGC
5865
TACCAAAGTCCTACTTTGACAAGGTGGAGTCTCGTAGTCCGTAATCTATTTAAGAGTATTCCTTGTGTGTTGGATCTAGGGAACG

I, >

TIA1-205 >

TIA1-205

ATGCCCAGTTCACAAATGCTGCTGATCTTACAGGAGGCAGAGCTCAAGCAGTAATGCTCCCTCCCCTGCTGCTCACCTCCTGCTG
5950
TACGGGTCAAGTGTTTACGACGACTAGAATGTCCTCCGTCTCGAGTTCGTCATTACGAGGGAGGGGACGACGAGTGGAGGACGAC

e, >

TIA1-205 >

TIA1-205
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INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

TGTGGCCCAGTTCCTAACAGGCCATGGACGCATAATGGTCCATGGCCTAGGGGGGAGTTGGGGACCCCTGTTCTAGATGGTAGAT
6035
ACACCGGGTCAAGGATTGTCCGGTACCTGCGTATTACCAGGTACCGGATCCCCCCTCAACCCCTGGGGACAAGATCTACCATCTA

e, >

TIA1-205 >

TIA1-205

ACCAACTAAGAATAAAAATGAAAACCTCTTATGGAATTTATTATTAGGTAAAAAACTATTCATCGTTTTTACTCAAATTTTCAGA
6120
TGGTTGATTCTTATTTTTACTTTTGGAGAATACCTTAAATAATAATCCATTTTTTGATAAGTAGCAAAAATGAGTTTAAAAGTCT

I, >

TIA1-205 >

TIA1-205

GACCTTATCAAATTCTGCCTTTTTTTTTTTTTTTTTTTTTTTTTTTGAGACTGAGTCTCTGTCACTCAGGCTGGACTGCCGTGGT
6205
CTGGAATAGTTTAAGACGGAAAAAAAAAAAAAAAAAAAAAAAAAAACTCTGACTCAGAGACAGTGAGTCCGACCTGACGGCACCA

e, >

TIA1-205 >

TIA1-205

GAGATCTCGGCTCACTGCAACCTCCACTTCCCGGGTTCAGGTGATTCTCTCGCCCACCATCACACTTGGCTAATTTTTTGTGTTT
6290
CTCTAGAGCCGAGTGACGTTGGAGGTGAAGGGCCCAAGTCCACTAAGAGAGCGGGTGGTAGTGTGAACCGATTAAAAAACACAAA

e 1 N

TIA1-205 >

TIA1-205

TTAGTAGAGGCAAGTTTCAACATATTGGCCAGGCTGATCTCGAACTCCTGAGCTCAAGTGATCCCCCACCTCAGCCTCCCAAAGT
6375
AATCATCTCCGTTCAAAGTTGTATAACCGGTCCGACTAGAGCTTGAGGACTCGAGTTCACTAGGGGGTGGAGTCGGAGGGTTTCA

e, >

TIA1-205 >

TIA1-205

GCTGGGATTACAGGCGTGAGCCACCGCTCCCAGCTAATCCTGAAAATTTCTTATAGGCACAAGAGTCAGGTGAGAGTAGACACAC
6460
CGACCCTAATGTCCGCACTCGGTGGCGAGGGTCGATTAGGACTTTTAAAGAATATCCGTGTTCTCAGTCCACTCTCATCTGTGTG

I, >

TIA1-205 >

TIA1-205

AAGAGATGCAGAGATAGTACAGAGTTTTGTTTTTTGCGGGGGAGGGTTTTGCGGAAGAATGGCATGATAACCTTCATCTAGCATC
6545
TTCTCTACGTCTCTATCATGTCTCAAAACAAAAAACGCCCCCTCCCAAAACGCCTTCTTACCGTACTATTGGAAGTAGATCGTAG

e, >

TIA1-205 >

TIA1-205
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CCTTAATGTTACCATCTTATATAACCGTGGTATAATTATCAAAATTAAGAAATTAACACTATAGGCTTTATTCCAATTTTTCCAC
6630
GGAATTACAATGGTAGAATATATTGGCACCATATTAATAGTTTTAATTCTTTAATTGTGATATCCGAAATAAGGTTAAAAAGGTG

e, >

TIA1-205 >

TIA1-205

TGATATCCTTTTTATATTCTAGGATCCAATTCAGGAAAATACCACATTGCATTTCGTCATCGTCTCTTTATTCTCCTTCATTCTG
6715
ACTATAGGAAAAATATAAGATCCTAGGTTAAGTCCTTTTATGGTGTAACGTAAAGCAGTAGCAGAGAAATAAGAGGAAGTAAGAC

I, >

TIA1-205 >

TIA1-205

TGAGAGGTCTTTCTGACCTTAACACTTTTTTTTTTTTTTAGAGGTAAGGTCTCACTCTGGTGCCCAGACTGGAGTTCAGTGGCAC
6800
ACTCTCCAGAAAGACTGGAATTGTGAAAAAAAAAAAAAATCTCCATTCCAGAGTGAGACCACGGGTCTGACCTCAAGTCACCGTG

e, >

TIA1-205 >

TIA1-205

AATCATTGTTCACTTCAGCTTCCCAAGTAGCTGGAACTACAGGTGCACACCACCACACCCAGCTAATTTTTTCTTATTTTTTGTA
6885
TTAGTAACAAGTGAAGTCGAAGGGTTCATCGACCTTGATGTCCACGTGTGGTGGTGTGGGTCGATTAAAAAAGAATAAAAAACAT

e 1 N

TIA1-205 >

TIA1-205

GAGACGGTGCATATCACTATGTTGCCCTAGCTGGTCTCAAACTACTGGCCTCAAGTGAATCTCTCACCTCGGCCTCCCAAAGCAC
6970
CTCTGCCACGTATAGTGATACAACGGGATCGACCAGAGTTTGATGACCGGAGTTCACTTAGAGAGTGGAGCCGGAGGGTTTCGTG

e, >

TIA1-205 >

TIA1-205

TGGGTTTACAGGTGTGAGCCACCACACCCTACCGACACTTTGGAAGGGTACTGTTTCTCCTGTTCTCCAAAATCACCGTGACTTC
7055
ACCCAAATGTCCACACTCGGTGGTGTGGGATGGCTGTGAAACCTTCCCATGACAAAGAGGACAAGAGGTTTTAGTGGCACTGAAG

I, >

TIA1-205 >

TIA1-205

TTTTTTCTTAACTTACTCTGTTGGTTAGAAGTAAGTCACCGAGGCTAGCTCACACTCAGGAAGAGGAAGATTAAGTTACACTTCC
7140
AAAAAAGAATTGAATGAGACAACCAATCTTCATTCAGTGGCTCCGATCGAGTGTGAGTCCTTCTCCTTCTAATTCAATGTGAAGG

e, >

TIA1-205 >

TIA1-205
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TGGAGGGAGGTATATCCAAAGAATTCATAGTCATGTAAAACCACTAGTTCATTGGTCAAAACTTTTTTTTTTCTTTTTTTAAGAC
7225
ACCTCCCTCCATATAGGTTTCTTAAGTATCAGTACATTTTGGTGATCAAGTAACCAGTTTTGAAAAAAAAAAGAAAAAAATTCTG

e, >

TIA1-205 >

TIA1-205

AGAGTCTCGCTCTGTTGCCAGGCTGGAGTACAGTGGCATGATCTCGGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGCGATTCT
7310
TCTCAGAGCGAGACAACGGTCCGACCTCATGTCACCGTACTAGAGCCGAGTGACGTTGGAGACGGAGGACCCAAGTTCGCTAAGA

I, >

TIA1-205 >

TIA1-205

CCTGCCTCGGCCTCCCTAGTAGCTGAAACTACAGGCACACGCCACCAAGCCCAGCTAATTTTTTGTATTTTTTAGTAGAGACGGG
7395
GGACGGAGCCGGAGGGATCATCGACTTTGATGTCCGTGTGCGGTGGTTCGGGTCGATTAAAAAACATAAAAAATCATCTCTGCCC

e, >

TIA1-205 >

TIA1-205

GTTTCACTATGTTGGCCAGGATGGTCTTGATCTCCTGACCTGTGATCCGCCTCGGTCTCCCAAAGTGCTAGGATTACAGGCGTGA
7480
CAAAGTGATACAACCGGTCCTACCAGAACTAGAGGACTGGACACTAGGCGGAGCCAGAGGGTTTCACGATCCTAATGTCCGCACT

e 1 N

TIA1-205 >

TIA1-205

GCCACCGCACCTGTCCCAAAACCAATTTTTAATAAATATTTTAGTGGAGGTACTTTGAGGCTATTCAGATACCCTGTTTCCCCTT
7565
CGGTGGCGTGGACAGGGTTTTGGTTAAAAATTATTTATAAAATCACCTCCATGAAACTCCGATAAGTCTATGGGACAAAGGGGAA

e, >

TIA1-205 >

TIA1-205

TTAAGGTTTCATCAACTAATGTGAGCTTCCATGGGTGGATCTTCCTTTAGAAATTATTACTGTGGTGTTTTAATGGTGATTTTCT
7650
AATTCCAAAGTAGTTGATTACACTCGAAGGTACCCACCTAGAAGGAAATCTTTAATAATGACACCACAAAATTACCACTAAAAGA

I, >

TIA1-205 >

TIA1-205

ATTTCTCTCATTCTTTCTACATTTATTAATTCTGTAAGAAAAAACTATTTTCCCCTCATCCGGGATCCATTTAAACATTATTGAT
7735
TAAAGAGAGTAAGAAAGATGTAAATAATTAAGACATTCTTTTTTGATAAAAGGGGAGTAGGCCCTAGGTAAATTTGTAATAACTA

e, >

TIA1-205 >

TIA1-205
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TGTATTTGGTTGTCAGTGTTTTTTATGTCCTTTTTTTTTGGTGGGGGGGCAGGGAGGGCAGTGTCTTGCTCTGTCACCCTGGCTG
7820
ACATAAACCAACAGTCACAAAAAATACAGGAAAAAAAAACCACCCCCCCGTCCCTCCCGTCACAGAACGAGACAGTGGGACCGAC

e, >

TIA1-205 >

TIA1-205

GAGTACTGTGGTGTAATATGAGCTCACTGCAATGTCCACCTCCCAAGTTCAAGTGATTCTTGTGCCTCCCCTTCCCAGGTAGCTG
7905
CTCATGACACCACATTATACTCGAGTGACGTTACAGGTGGAGGGTTCAAGTTCACTAAGAACACGGAGGGGAAGGGTCCATCGAC

I, >

TIA1-205 >

TIA1-205

GGATTACAGGCATGCGCCACCACACCTGGCTGATTTTTGTATTTATTGTAGTAGAGATGAGGTTTCACCATGTTGGCCAGGCTGG
7990
CCTAATGTCCGTACGCGGTGGTGTGGACCGACTAAAAACATAAATAACATCATCTCTACTCCAAAGTGGTACAACCGGTCCGACC

e, >

TIA1-205 >

TIA1-205

TCTCTAACTCCTGGTCTCAAGTGAACTGCCTACCTCGGCCTCCCAAAGTGCTAGGATTTCAGGCTTGAGCCACTGTGCCCAGCTT
8075
AGAGATTGAGGACCAGAGTTCACTTGACGGATGGAGCCGGAGGGTTTCACGATCCTAAAGTCCGAACTCGGTGACACGGGTCGAA

e 1 N

TIA1-205 >

TIA1-205

TCTGTTTCTTTTATTTATTTATATCTTAGAAATGAGGTCTTGCTATGTTCCCAGGCTGGACTCAAACTCCTGGGTTCAAGGGATC
8160
AGACAAAGAAAATAAATAAATATAGAATCTTTACTCCAGAACGATACAAGGGTCCGACCTGAGTTTGAGGACCCAAGTTCCCTAG

e, >

TIA1-205 >

TIA1-205

CACCCACCTCAGCCTCTCAAGTAGCTGGGGCTGCGGGCTTGTGCCACCACTCCCTTTTATTCAAGAACAGTCATCTGTTGTTTTT
8245
GTGGGTGGAGTCGGAGAGTTCATCGACCCCGACGCCCGAACACGGTGGTGAGGGAAAATAAGTTCTTGTCAGTAGACAACAAAAA

I, >

TIA1-205 >

TIA1-205

GTTTTAGGACAATAATTTTTTGAAGAGACTGAGTTGTCTTATAAAGTGTCCCACATCTGGATTCATGGAATTGTTTTATTTGCCT
8330
CAAAATCCTGTTATTAAAAAACTTCTCTGACTCAACAGAATATTTCACAGGGTGTAGACCTAAGTACCTTAACAAAATAAACGGA

e, >

TIA1-205 >

TIA1-205
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GATATCCTATAAACTTAAATCTAATTTTCAGCTTGGTTAGATTTAGGTTAGACTTTTTTATGTAAATATTTCATAGGTGATACTG
8415
CTATAGGATATTTGAATTTAGATTAAAAGTCGAACCAATCTAAATCCAATCTGAAAAAATACATTTATAAAGTATCCACTATGAC

e, >

TIA1-205 >

TIA1-205

TGTAATTCATATTATATATATGCAGTATCTCATTGGTCGTTGCCCATCTATAAAATAATTGAAAATTTTATCACTGGGTCATAGT
8500
ACATTAAGTATAATATATATACGTCATAGAGTAACCAGCAACGGGTAGATATTTTATTAACTTTTAAAATAGTGACCCAGTATCA

I, >

TIA1-205 >

TIA1-205

GGTAACAGCCAAAGCTCTCATTTTTAAGGTAAGGTTTTCCCTTTGCAATTTATTAAGTAATCTATGTGATAACTTTGACACCTTG
8585
CCATTGTCGGTTTCGAGAGTAAAAATTCCATTCCAAAAGGGAAACGTTAAATAATTCATTAGATACACTATTGAAACTGTGGAAC

e, >

TIA1-205 >

TIA1-205

TGACTATTTCCACACCAACTGTTCATGTAGTAGTTTAAGCATTAATTAAAGATCCTTGCCTGAAACAGTTATTTCATTAGGGTTT
8670
ACTGATAAAGGTGTGGTTGACAAGTACATCATCAAATTCGTAATTAATTTCTAGGAACGGACTTTGTCAATAAAGTAATCCCAAA

e 1 N

TIA1-205 >

TIA1-205

ACACATTGTTAATTTAATACTATCTTTCTACATTTATTAACTAGCATTCTCCTGTAAAGGAGAACTTTTCTAAACTAGAGCTATT
8755
TGTGTAACAATTAAATTATGATAGAAAGATGTAAATAATTGATCGTAAGAGGACATTTCCTCTTGAAAAGATTTGATCTCGATAA

e, >

TIA1-205 >

TIA1-205

AGATTACACTATTTAGTGGGAGTTCCTACTTAATAGGATAAATGCTTAATTCTGTCTCTTTTTCAGAATAAAGACTTGGTGTAGT
8840
TCTAATGTGATAAATCACCCTCAAGGATGAATTATCCTATTTACGAATTAAGACAGAGAAAAAGTCTTATTTCTGAACCACATCA

I, >

TIA1-205 >

TIA1-205

AATAACTCCCAATACTGGTAAATTGCTGTTGGGTAAATGTTGCTGTTACTTTCTCTTTTGAGTACCATTATTTTACCTGATCGTT
8925
TTATTGAGGGTTATGACCATTTAACGACAACCCATTTACAACGACAATGAAAGAGAAAACTCATGGTAATAAAATGGACTAGCAA

e, >

TIA1-205 >

TIA1-205
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AAATGTCATTTGTTATTAAGACTCAGCATTTCTTCCTTTGCCATCTTAACCTTTTCCAAAGGCTTCGTGTTAAGCACTCAATATG
9010
TTTACAGTAAACAATAATTCTGAGTCGTAAAGAAGGAAACGGTAGAATTGGAAAAGGTTTCCGAAGCACAATTCGTGAGTTATAC

e, >

TIA1-205 >

TIA1-205

TGTTTGTTGAATGGTAGATGGAAAGAAGAAATTGATTCCACACTTTGTGAGCATGTATGAATATTTACTTTTCTGGGGAGAAAGT
9095
ACAAACAACTTACCATCTACCTTTCTTCTTTAACTAAGGTGTGAAACACTCGTACATACTTATAAATGAAAAGACCCCTCTTTCA

I, >

TIA1-205 >

TIA1-205

CCATACCTTGTATCAAATTTTCTGAAGGGTACCTGAGAGACAAATGAGAAACTACCATTCTGGGGAGACTGCATTCCCTGATTCC
9180
GGTATGGAACATAGTTTAAAAGACTTCCCATGGACTCTCTGTTTACTCTTTGATGGTAAGACCCCTCTGACGTAAGGGACTAAGG

e, >

TIA1-205 >

TIA1-205

AGAACTGATAAACCTCTAACTCTGTAAAATGACTAGAGGTAATCTCATCTCAAAATCTCATTTAAAAACTTATTTATAAACCCTT
9265
TCTTGACTATTTGGAGATTGAGACATTTTACTGATCTCCATTAGAGTAGAGTTTTAGAGTAAATTTTTGAATAAATATTTGGGAA

e 1 N

TIA1-205 >

TIA1-205

TATTGGCCGGGCGCAGTGGCTCACGCCTGTAATCCAAACACTTTGGGAGGCCGAGGCAAGCAGATCACGAGGTCAGGAGATCGAG
9350
ATAACCGGCCCGCGTCACCGAGTGCGGACATTAGGTTTGTGAAACCCTCCGGCTCCGTTCGTCTAGTGCTCCAGTCCTCTAGCTC

e, >

TIA1-205 >

TIA1-205

ACCATCCTGGCTAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAACTAGCCGGGCGTGGTGGCGGGTGCCTGTAGTCCC
9435
TGGTAGGACCGATTGTACCACTTTGGGGTAGAGATGATTTTTATGTTTTTTGATCGGCCCGCACCACCGCCCACGGACATCAGGG

I, >

TIA1-205 >

TIA1-205

AGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACTCAGGAGGCGGAGCTTGCAGTGAGCCGAGATCACGCCACTGCACTCC
9520
TCGATGAGCCCTCCGACTCCGTCCTCTTACCGCACTTGAGTCCTCCGCCTCGAACGTCACTCGGCTCTAGTGCGGTGACGTGAGG

e, >

TIA1-205 >

TIA1-205
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AGCCTGGGCGACAGAGCAAGACTCCGTCTCTAAATAAATGAATAAATAGTAAAACCTTTATTTTCTTTTTAGAGATAGAGTTTTG
9605
TCGGACCCGCTGTCTCGTTCTGAGGCAGAGATTTATTTACTTATTTATCATTTTGGAAATAAAAGAAAAATCTCTATCTCAAAAC

e, >

TIA1-205 >

TIA1-205

CTCTGTCACCTGGGATGGAGTGCAGTGGCATAATCATAGCTCACTGCAGCCTCTTAACTCCTGGGTTCAAGTGATCTTCCCACCT
9690
GAGACAGTGGACCCTACCTCACGTCACCGTATTAGTATCGAGTGACGTCGGAGAATTGAGGACCCAAGTTCACTAGAAGGGTGGA

I, >

TIA1-205 >

TIA1-205

CAGCGTCCGAAGTAGCTGGGACCATGCCATGGGACATAGTGCCACCATGTCCGCTAATTTTTTATCTTTATTTTTATTTTTTGTA
9775
GTCGCAGGCTTCATCGACCCTGGTACGGTACCCTGTATCACGGTGGTACAGGCGATTAAAAAATAGAAATAAAAATAAAAAACAT

e, >

TIA1-205 >

TIA1-205

GAGACGGGGGTCTCGCTGTATTGACTGGGCTGATCTTGAACTCCTTGGCTAAAGTGATCTTTCCACCTTGGCCTCCAAAAGTGCT
9860
CTCTGCCCCCAGAGCGACATAACTGACCCGACTAGAACTTGAGGAACCGATTTCACTAGAAAGGTGGAACCGGAGGTTTTCACGA

e 1 N

TIA1-205 >

TIA1-205

GGGATTACAGATGTGAGCCACTGCCCCTAATCTAAACCCTTTAAATGAAGATCATCACAGTCTTATGGTCTTGTAATGCACGATT
9945
CCCTAATGTCTACACTCGGTGACGGGGATTAGATTTGGGAAATTTACTTCTAGTAGTGTCAGAATACCAGAACATTACGTGCTAA

e, >

TIA1-205 >

TIA1-205

TATATTTTTATATTGATAACCAACTCATAATCTGTGATGTTTCTACTCCCTTTCACCCCTCTTCTACTGATCAGTAATGTTAAAT
10,030
ATATAAAAATATAACTATTGGTTGAGTATTAGACACTACAAAGATGAGGGAAAGTGGGGAGAAGATGACTAGTCATTACAATTTA

I, >

TIA1-205 >

TIA1-205

GGAAGGTTTCTCATCCCACTGTAAGCATTCAAAACAACTGATAATTTACCTATAACTTTTCAAAAATGTGTTCATTGCATAACCA
10,115
CCTTCCAAAGAGTAGGGTGACATTCGTAAGTTTTGTTGACTATTAAATGGATATTGAAAAGTTTTTACACAAGTAACGTATTGGT

e, >

TIA1-205 >

TIA1-205
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AAGTCTACCTAAATTGAACAAATAAGGGAAATAATGTTAATTTAAAAATTGGGGGTACCAGCCTGGCCAATATGGTGAAACCCCG
10,200
TTCAGATGGATTTAACTTGTTTATTCCCTTTATTACAATTAAATTTTTAACCCCCATGGTCGGACCGGTTATACCACTTTGGGGC

e, >

TIA1-205 >

TIA1-205

TCTCTACCAAAAATATAAAAAAATTAGCTGGGCGTGGTGGCGGGCGCCTGTAGCCCCAGCTACGTGGGTGGCTGAGGCAGGAGAA
10,285
AGAGATGGTTTTTATATTTTTTTAATCGACCCGCACCACCGCCCGCGGACATCGGGGTCGATGCACCCACCGACTCCGTCCTCTT

I, >

TIA1-205 >

TIA1-205

TCACTTGAACCTGGGAGGTGGAGGTTGCAATGAGCCGAGATCGCACCACTGCACTCCAGCCTGGGCGACAGAGAGAGACTTTGTC
10,370
AGTGAACTTGGACCCTCCACCTCCAACGTTACTCGGCTCTAGCGTGGTGACGTGAGGTCGGACCCGCTGTCTCTCTCTGAAACAG

e, >

TIA1-205 >

TIA1-205

CACAAAAAAAAAAAAAAAAAAAAAAAAAAACTTGGGGGAACGTCAATGTTCTTAGTAGTAGTAATACCATAGAAGTAGAAATAAT
10,455
GTGTTTTTTTTTTTTTTTTTTTTTTTTTTTGAACCCCCTTGCAGTTACAAGAATCATCATCATTATGGTATCTTCATCTTTATTA

e 1 N

TIA1-205 >

TIA1-205

TGCAATGCCTTTTAGGTTTGATGGTATACATTTTTTTTTTTAATTGAGATGGAGTCTCGCTCTGTTGCCCAAGCTGGAGTGCAGT
10,540
ACGTTACGGAAAATCCAAACTACCATATGTAAAAAAAAAAATTAACTCTACCTCAGAGCGAGACAACGGGTTCGACCTCACGTCA

e, >

TIA1-205 >

TIA1-205

GGCACCATCTCGGCTCACTGCAAGTTCCGTCTCCCAGGTTCACGCCGTTCTCCTGCCTCAGCCTCCCGAGTAGCCGGGACTACAG
10,625
CCGTGGTAGAGCCGAGTGACGTTCAAGGCAGAGGGTCCAAGTGCGGCAAGAGGACGGAGTCGGAGGGCTCATCGGCCCTGATGTC

I, >

TIA1-205 >

TIA1-205

GCGCCCACCACCACGCCCAGCTAATTTTTTATATTTTTATTAGAGACGAGGTTTCATCGTGTTAGCCAGGATGGTCTTGATCTCC
10,710
CGCGGGTGGTGGTGCGGGTCGATTAAAAAATATAAAAATAATCTCTGCTCCAAAGTAGCACAATCGGTCCTACCAGAACTAGAGG

e, >

TIA1-205 >

TIA1-205
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TGACCTCGTGATCCGCCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGCACCCAGCCTTTTTTTTTCTTTT
10,795
ACTGGAGCACTAGGCGGGTGGAGCCGGAGGGTTTCACGACCCTAATGTCCGTACTCGGTGGCGTGGGTCGGAAAAAAAAAGAAAA

e, >

TIA1-205 >

TIA1-205

TAAAGACAGTCTTGCTCCGTCACCCAGGCTGGAGTGCAGTGGCGTGATCGGGGCTCGTTGCAACCTCTGCCTCCTGGGTTCAAGC
10,880
ATTTCTGTCAGAACGAGGCAGTGGGTCCGACCTCACGTCACCGCACTAGCCCCGAGCAACGTTGGAGACGGAGGACCCAAGTTCG

I, >

TIA1-205 >

TIA1-205

AATTCTCATGCCTCAGCCGTCCCCCAGTAGCTGGGATTACAGGCAGGCGCCACCACGCCCGGCTAATTTTTGTGTTTTTAGTAGA
10,965
TTAAGAGTACGGAGTCGGCAGGGGGTCATCGACCCTAATGTCCGTCCGCGGTGGTGCGGGCCGATTAAAAACACAAAAATCATCT

e, >

TIA1-205 >

TIA1-205

GAAGGGGTTTCACTGTGTTGGCCAGGCTGGTATCAAACTCCTGCCTCAAGTGATCCTCTCTCCTCAGCCTCCCAAAGTGCTGGGA
11,050
CTTCCCCAAAGTGACACAACCGGTCCGACCATAGTTTGAGGACGGAGTTCACTAGGAGAGAGGAGTCGGAGGGTTTCACGACCCT

e 1 N

TIA1-205 >

TIA1-205

TTACAGGTGTGAGCCACCTCGCCCAGCCATTATTGTATAAGATATTTTATATAACTAATGATGATTCATTTGAGTGTTTTTAAAG
11,135
AATGTCCACACTCGGTGGAGCGGGTCGGTAATAACATATTCTATAAAATATATTGATTACTACTAAGTAAACTCACAAAAATTTC

e, >

TIA1-205 >

TIA1-205

CTTGTCTTCCTAAGGTAAGCCTGGAAACGTAGAAACAAGCAATCAGTTTGCAAAACGATGACTAAAACAGACAAGCACATACTAG
11,220
GAACAGAAGGATTCCATTCGGACCTTTGCATCTTTGTTCGTTAGTCAAACGTTTTGCTACTGATTTTGTCTGTTCGTGTATGATC

I, >

TIA1-205 >

TIA1-205

CTTCCCCTTCACTAGCAAGGTGTAATATATTTTCTTTTTTGAGACATAGTCTCACTCTGTTGCCCAGGCTGGAGTGCAGTGGTGC
11,305
GAAGGGGAAGTGATCGTTCCACATTATATAAAAGAAAAAACTCTGTATCAGAGTGAGACAACGGGTCCGACCTCACGTCACCACG

e, >

TIA1-205 >

TIA1-205
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AACCTCAGCTAACCCAGCCTCTGCCTCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGTTTACAGATGTGC
11,390
TTGGAGTCGATTGGGTCGGAGACGGAGGACCCAAGTTCACTAAGAGGACGGAGTCGGAGGGTTCATCGACCCAAATGTCTACACG

e, >

TIA1-205 >

TIA1-205

ACCACCATGCCTGGCTAATTTTTGTGTTTTTAGTAGAGACAGGGTTTCACCATGTTTACCAGGCTGGTCTCAACTCCTGGCCTCA
11,475
TGGTGGTACGGACCGATTAAAAACACAAAAATCATCTCTGTCCCAAAGTGGTACAAATGGTCCGACCAGAGTTGAGGACCGGAGT

I, >

TIA1-205 >

TIA1-205

GGTGATCTTCCCACCTTGGCTTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCACACCTAGCTAATATATTTTCAAATAACAT
11,560
CCACTAGAAGGGTGGAACCGAAGGGTTTCACGACCCTAATGTCCGCACTCGGTGGTGTGGATCGATTATATAAAAGTTTATTGTA

e, >

TIA1-205 >

TIA1-205

ACTTTACATCTGTTTTCAAAGAGATTTTGAAGTGTTGGCAAACTTTTAAAAGTTACTCCCAAATATTATAGTTTAAGGCAAAGAT
11,645
TGAAATGTAGACAAAAGTTTCTCTAAAACTTCACAACCGTTTGAAAATTTTCAATGAGGGTTTATAATATCAAATTCCGTTTCTA

e 1 N

TIA1-205 >

TIA1-205

CTGCCTATTTCTCAAGTTTAATTTTTAATGAACAACTTTAGAAACCGATGGAGAATAAGCAAATTAAAAATGGTAAATCAAGGGC
11,730
GACGGATAAAGAGTTCAAATTAAAAATTACTTGTTGAAATCTTTGGCTACCTCTTATTCGTTTAATTTTTACCATTTAGTTCCCG

e, >

TIA1-205 >

TIA1-205

TGGGCACAATGCCTCATGCCTGTAATCTTTAAGATTACACTTTGGGAGGCCAAGGCAGGCAGATCGCTTGAACCCAGGAGTTTGA
11,815
ACCCGTGTTACGGAGTACGGACATTAGAAATTCTAATGTGAAACCCTCCGGTTCCGTCCGTCTAGCGAACTTGGGTCCTCAAACT

I, >

TIA1-205 >

TIA1-205

GACCAGCTCAGCAACATGGTGAAACGCCTTCTCTACAGAAACTGTAAAAAAATTAGCCAGATATGATGGCACACGCCTGTGGTCC
11,900
CTGGTCGAGTCGTTGTACCACTTTGCGGAAGAGATGTCTTTGACATTTTTTTAATCGGTCTATACTACCGTGTGCGGACACCAGG

e, >

TIA1-205 >

TIA1-205
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CAGCTACTTGGGAGGCTGAAGTGGGAGAATCCCTTGTGCCCAGGAGGTGGAGATTGTAGTGAGCCAAGATTGCGCCACTACACTC
11,985
GTCGATGAACCCTCCGACTTCACCCTCTTAGGGAACACGGGTCCTCCACCTCTAACATCACTCGGTTCTAACGCGGTGATGTGAG

e, >

TIA1-205 >

TIA1-205

TAGTCTGGGCAACCCAGAAGACCTTGTCTGAAAAAAAAATAAATTGAGGTAAATTGAGCTGGGTGTGGTGGTTCCTCTAGTCCGT
12,070
ATCAGACCCGTTGGGTCTTCTGGAACAGACTTTTTTTTTATTTAACTCCATTTAACTCGACCCACACCACCAAGGAGATCAGGCA

I, >

TIA1-205 >

TIA1-205

TACTCAGGGGACCAAGGCAGTAGGTTTGCTTGAGGCCAGGAGTTTGAGAGCAGCCTGAGCAATATAGCCAGACTATTTCTCTTAA
12,155
ATGAGTCCCCTGGTTCCGTCATCCAAACGAACTCCGGTCCTCAAACTCTCGTCGGACTCGTTATATCGGTCTGATAAAGAGAATT

e, >

TIA1-205 >

TIA1-205

AAAAAAAAACCGGGTGCAGTGGCTCACACCTGTAATTTCAGCACTTTGGGAGGCTGAAGCAGGCGGGTCACCTGAGGTCAGGAGT
12,240
TTTTTTTTTGGCCCACGTCACCGAGTGTGGACATTAAAGTCGTGAAACCCTCCGACTTCGTCCGCCCAGTGGACTCCAGTCCTCA

e 1 N

TIA1-205 >

TIA1-205

TGGAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTACTAAAAATACAAAATTAGCTGGGTGTGGTCACGCATGCCTGTAAT
12,325
ACCTCTGGTCGGACTGGTTGTACCTCTTTGGGGCAGAGATGATTTTTATGTTTTAATCGACCCACACCAGTGCGTACGGACATTA

e, >

TIA1-205 >

TIA1-205

CCCAGCTACTCGGGGAGGCTGAGGCAGGGGAATCACTTGAACCCTGGAGGCGGAGGTTGTGGTGAGCCGAGATCGTGCCATTGCA
12,410
GGGTCGATGAGCCCCTCCGACTCCGTCCCCTTAGTGAACTTGGGACCTCCGCCTCCAACACCACTCGGCTCTAGCACGGTAACGT

I, >

TIA1-205 >

TIA1-205

CTCTATCCTGGGCAACAAGAGTGAAACTCTGTCTCAAAAAAAAAAAAAGGTAAATTGTTTCTCTTTGTGTTTCAGATACGTCGGT
12,495
GAGATAGGACCCGTTGTTCTCACTTTGAGACAGAGTTTTTTTTTTTTTCCATTTAACAAAGAGAAACACAAAGTCTATGCAGCCA

e, >

TIA1-205 >

10 L L
Y \i G

------------------------------------------------------------- ENSE0000364... 4

TIA1-205
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AACCTTTCCAGAGATGTGACAGAAGCTCTAATTCTGCAACTCTTTAGCCAGATTGGACCTTGTAAAAACTGCAAAATGATTATGG
12,580
TTGGAAAGGTCTCTACACTGTCTTCGAGATTAAGACGTTGAGAAATCGGTCTAACCTGGAACATTTTTGACGTTTTACTAATACC

e, >

TIA1-205 >

L L 15 L L L L 20 L L L L 25 L L L L 30 L L L L 35 L L L L 40
N L S R D \ T E A P C K N C K M 1

M
>

1 L Q L F S Q 1 G
ENSE00003642002
TIA1-205

ATGTAAGGGTATTTTACTTAGTTAACTTTATTCTTTTTTTTTTTACACATTACTTAAAGCCATTGCTTGGAAGGAATTCTTAGTT
12,665
TACATTCCCATAAAATGAATCAATTGAAATAAGAAAAAAAAAAATGTGTAATGAATTTCGGTAACGAACCTTCCTTAAGAATCAA

__________________________________________________________________ P

TIA1-205 >

TIA1-205

TACCATGGTCTAAATATAGTATAAATTATTAGTTTACTGTAGTCTAAATATAGTCTTAGTTTACCATATTCTAAGTTAATAGGGA
12,750
ATGGTACCAGATTTATATCATATTTAATAATCAAATGACATCAGATTTATATCAGAATCAAATGGTATAAGATTCAATTATCCCT

I, >

TIA1-205 >

TIA1-205

TTTTAGTGAATTTGTAATGAACCTGTTTTGACAGCTGAATTTAATTTGTTTTATTACATGATGGAAGATGACAATAGAACTAGTT
12,835
AAAATCACTTAAACATTACTTGGACAAAACTGTCGACTTAAATTAAACAAAATAATGTACTACCTTCTACTGTTATCTTGATCAA

e, >

TIA1-205 >

TIA1-205

ATTTCTAGATCAGATGGGAACATATATATGGGCTCTTTCAGGTGCATTGAGGCATCAGAAATGTTTATATGTGGTGTCAACTGGT
12,920
TAAAGATCTAGTCTACCCTTGTATATATACCCGAGAAAGTCCACGTAACTCCGTAGTCTTTACAAATATACACCACAGTTGACCA

e 1 N

TIA1-205 >

TIA1-205

TGGCTAATAAATTCAGCTCTTACAATTAAATTGGAAAACAGGTTTAAAAATAATAGGCATTTGGTACAGTGAAAGTATTTTTAAC
13,005
ACCGATTATTTAAGTCGAGAATGTTAATTTAACCTTTTGTCCAAATTTTTATTATCCGTAAACCATGTCACTTTCATAAAAATTG

e, >

TIA1-205 >

TIA1-205

TTTATTTTTAAAGGTCATCATTCAAGTTTTTCTTGTATTTAGGCAATTCCTATTTATGAGACAATGTATTAAACACACACACATA
13,090
AAATAAAAATTTCCAGTAGTAAGTTCAAAAAGAACATAAATCCGTTAAGGATAAATACTCTGTTACATAATTTGTGTGTGTGTAT

I, >

TIA1-205 >

TIA1-205
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CACACACACACACACACACACACACACACTCATTCATCTAATTGGTGTTAACCCTGAATCATAATAGGTATAAAAAGACATTTAG
13,175
GTGTGTGTGTGTGTGTGTGTGTGTGTGTGAGTAAGTAGATTAACCACAATTGGGACTTAGTATTATCCATATTTTTCTGTAAATC

e, >

TIA1-205 >

TIA1-205

GGAACATTTACCCCATTTCCCTGGAGTCTTTGTCTCCTGGTTGGGGGGAAAAGACTTTAAATTTTTTTTTGAGACGGAGTTTTGC
13,260
CCTTGTAAATGGGGTAAAGGGACCTCAGAAACAGAGGACCAACCCCCCTTTTCTGAAATTTAAAAAAAAACTCTGCCTCAAAACG

I, >

TIA1-205 >

TIA1-205

TCTTGTTGCCCAGGCTGGAATACAATGGTGCGATCTCGGCTCGCTGCAACCTCCGCCTCCCGGGTTCAAGCAATTCTTCTGGCTC
13,345
AGAACAACGGGTCCGACCTTATGTTACCACGCTAGAGCCGAGCGACGTTGGAGGCGGAGGGCCCAAGTTCGTTAAGAAGACCGAG

e, >

TIA1-205 >

TIA1-205

AGCCTCCCAAGTAGCTGGGATTACAGGCATGCGCCACTACACCTGGCTAATTTTGTATTCTTAGTAGAGATGGGGTTTCTCCATG
13,430
TCGGAGGGTTCATCGACCCTAATGTCCGTACGCGGTGATGTGGACCGATTAAAACATAAGAATCATCTCTACCCCAAAGAGGTAC

e 1 N

TIA1-205 >

TIA1-205

TTGGTCAGGCTGGTTTAGAACTCCCGACCTCAGGTGATCCACCTGTCTTGGCCTCCCAAAGTACTGGGATTACAGGTATGAGCCA
13,515
AACCAGTCCGACCAAATCTTGAGGGCTGGAGTCCACTAGGTGGACAGAACCGGAGGGTTTCATGACCCTAATGTCCATACTCGGT

e, >

TIA1-205 >

TIA1-205

CTGTACCTGGCCTAAATTTTTTAATGGGAAAGGCTATGTTAAAGAGAAATCCTTTTGTCCCATGGTCTCTCTTTTCTGTAAACTT
13,600
GACATGGACCGGATTTAAAAAATTACCCTTTCCGATACAATTTCTCTTTAGGAAAACAGGGTACCAGAGAGAAAAGACATTTGAA

I, >

TIA1-205 >

TIA1-205

TTCGTTTGTTTGTTTGTTTGTTTGTTTGTCTTGAAAGACAGGGTCTTGGTATAGCCATTGCACCCAGCCTGCTATAAACTTTCAG
13,685
AAGCAAACAAACAAACAAACAAACAAACAGAACTTTCTGTCCCAGAACCATATCGGTAACGTGGGTCGGACGATATTTGAAAGTC

e, >

TIA1-205 >

TIA1-205

Drinted from SnanGene®:* Mav 15 2023 1216 PM Paage 24



INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

TTTTCTTTTCTCCAGAAAAGACAATCATGTATGTGTGTATGTGTATCTGTTACCTTCTTTCCTGTTGTATTCCAGTTCAACTTTT
13,770
AAAAGAAAAGAGGTCTTTTCTGTTAGTACATACACACATACACATAGACAATGGAAGAAAGGACAACATAAGGTCAAGTTGAAAA

e, >

TIA1-205 >

TIA1-205

TTTTACTTAATATTTTTAAAAGTAATTATTTAGCCGGGCACAGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGCA
13,855
AAAATGAATTATAAAAATTTTCATTAATAAATCGGCCCGTGTCACCGAGTGTGGACATTAGGGTCGTGAAACCCTCCGGCTCCGT

I, >

TIA1-205 >

TIA1-205

GGCAGATCATGAGGTCAGGAGTTCGAGACTAGCCTGACCAACATGGCGAAACCCCGTCTCTACTAAAAATACCAAAATTAGCCGG
13,940
CCGTCTAGTACTCCAGTCCTCAAGCTCTGATCGGACTGGTTGTACCGCTTTGGGGCAGAGATGATTTTTATGGTTTTAATCGGCC

e, >

TIA1-205 >

TIA1-205

ACATGGTGGCAAGCGCCTGTAATCCCAGCTACTCAGGAGGCTAAGGCAGTAGAATTGTTTGAACCCAGGAGGCGAAGGTTGCAGT
14,025
TGTACCACCGTTCGCGGACATTAGGGTCGATGAGTCCTCCGATTCCGTCATCTTAACAAACTTGGGTCCTCCGCTTCCAACGTCA

e 1 N

TIA1-205 >

TIA1-205

GAGCCGAGATTGCACCATTGCACTCCAGCCTGGGCGACAGAGGGAGACTGTCTCAAAAATATATATTTATCCAATTGGCTTTGAT
14,110
CTCGGCTCTAACGTGGTAACGTGAGGTCGGACCCGCTGTCTCCCTCTGACAGAGTTTTTATATATAAATAGGTTAACCGAAACTA

e, >

TIA1-205 >

TIA1-205

TTGTTGTCTTAGATCTTAAAATGTTGTCAGACCTTTGTTCTGATGCTGCAAAATCATCTGCATATTATATAGATGAAATCAACAA
14,195
AACAACAGAATCTAGAATTTTACAACAGTCTGGAAACAAGACTACGACGTTTTAGTAGACGTATAATATATCTACTTTAGTTGTT

I, >

TIA1-205 >

TIA1-205

AGAGTTATGTTCTTTTATTCTATCACATTTAATATCGGTATGCCTTTGGATAAAGGAGAAAAAATCCATGTACCCATAGAGAAAG
14,280
TCTCAATACAAGAAAATAAGATAGTGTAAATTATAGCCATACGGAAACCTATTTCCTCTTTTTTAGGTACATGGGTATCTCTTTC

e, >

TIA1-205 >

TIA1-205

Drinted from SnanGene®:* Mav 15 2023 1216 PM Paage 25



INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

ACAGGAGGGAAAGATGGGGAAAGATGAAGAGAAATTTAAAACCAGTCTTTCCTTAATCTAGATCTCCTTACTTATCCCAATGGTA
14,365
TGTCCTCCCTTTCTACCCCTTTCTACTTCTCTTTAAATTTTGGTCAGAAAGGAATTAGATCTAGAGGAATGAATAGGGTTACCAT

e, >

TIA1-205 >

TIA1-205

GCATTTATGGAAAATTTGCTGCCTGTCAGTTACTTTAATACATTGTCATAAATGCTCAATAGAAACATAAAGAAGGTGTTATTTT
14,450
CGTAAATACCTTTTAAACGACGGACAGTCAATGAAATTATGTAACAGTATTTACGAGTTATCTTTGTATTTCTTCCACAATAAAA

I, >

TIA1-205 >

TIA1-205

CATTTCATGTATGAGGAAATGAGGCAAAGCAAGGCTGTAAACCCTAATTGATTTATCCGAATATAAATCTTCTCTGTTGGTTTGC
14,535
GTAAAGTACATACTCCTTTACTCCGTTTCGTTCCGACATTTGGGATTAACTAAATAGGCTTATATTTAGAAGAGACAACCAAACG

e, >

TIA1-205 >

TIA1-205

CTGCTGCTACTCTCTCTCTGGCTGGTCATATGTTTCCCTGGGGAAAGATCATTAGACAAAACGTTAATGATTGCCTTGGCTACAG
14,620
GACGACGATGAGAGAGAGACCGACCAGTATACAAAGGGACCCCTTTCTAGTAATCTGTTTTGCAATTACTAACGGAACCGATGTC

e 1 N

TIA1-205 >

TIA1-205

AAAAAACCAGGTTAGCCTTTGCCACTTTTTATCATTTGTGGATTCTGATCGCTCAAAAGCTTAGATTTTTATTATTCAAATCTAA
14,705
TTTTTTGGTCCAATCGGAAACGGTGAAAAATAGTAAACACCTAAGACTAGCGAGTTTTCGAATCTAAAAATAATAAGTTTAGATT

e, >

TIA1-205 >

TIA1-205

ATTCCAGTCTGTTCACATTCTGAGACTAATGTTCACATTTATAAATTTTATGCTCCCTGGACTGATAATATGTATATATGCTTCG
14,790
TAAGGTCAGACAAGTGTAAGACTCTGATTACAAGTGTAAATATTTAAAATACGAGGGACCTGACTATTATACATATATACGAAGC

I, >

TIA1-205 >

TIA1-205

ATTCTTATTTAAAAAGTTAGTTTTTTCTGCATATAAATTAAGTAAAGCATATTCTTTTTCATTTATTTACTCTTAAATGCAAGTG
14,875
TAAGAATAAATTTTTCAATCAAAAAAGACGTATATTTAATTCATTTCGTATAAGAAAAAGTAAATAAATGAGAATTTACGTTCAC

e, >

TIA1-205 >

TIA1-205
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ACTTTTTCTTTTTTTTTTTTTAGACAGAGTCTCACTCTGTTGCCCAGGCTGGAGTGCAATGGCATGATCTCAGCTCACTGCAAAC
14,960
TGAAAAAGAAAAAAAAAAAAATCTGTCTCAGAGTGAGACAACGGGTCCGACCTCACGTTACCGTACTAGAGTCGAGTGACGTTTG

e, >

TIA1-205 >

TIA1-205

TCTGCCTCCCAGGTTCAAGCTATTCTCCTGCCTCAGCCTCCTAAGTAGCTGGGATTACAGGCATGCGCCACCACACCTGGCTAGT
15,045
AGACGGAGGGTCCAAGTTCGATAAGAGGACGGAGTCGGAGGATTCATCGACCCTAATGTCCGTACGCGGTGGTGTGGACCGATCA

I, >

TIA1-205 >

TIA1-205

TTTCGTATTTTCAGTAGAGACAGGGTTTCACCATGTTGGCCAGGTGGTCTTGATCTCCTGATGTCATGATCCGCCCACCCCAGCT
15,130
AAAGCATAAAAGTCATCTCTGTCCCAAAGTGGTACAACCGGTCCACCAGAACTAGAGGACTACAGTACTAGGCGGGTGGGGTCGA

e, >

TIA1-205 >

TIA1-205

TCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCACAGCCAGCCGCAAGTGACTTTTTCTAACTTCATTTCAGTGTTGCCTGTCA
15,215
AGGGTTTCACGACCCTAATGTCCGCACTCGGTGGTGTCGGTCGGCGTTCACTGAAAAAGATTGAAGTAAAGTCACAACGGACAGT

e 1 N

TIA1-205 >

TIA1-205

GCATTGATCTTGGTAATAGAATTCCCATTGTGTTTTATTAGTTTGAGTTATATAACATTTTTATTCTCTAATTTTTTTAGACAAA
15,300
CGTAACTAGAACCATTATCTTAAGGGTAACACAAAATAATCAAACTCAATATATTGTAAAAATAAGAGATTAAAAAAATCTGTTT

e, >

TIA1-205 >

TIA1-205

ATATAGTCCCAATATATTAAACTTTGTCTTGGCCTCGTTGCTTTAAAATTTTTACAAGTCATTGCCAGTGACTCTCAAACTATTA
15,385
TATATCAGGGTTATATAATTTGAAACAGAACCGGAGCAACGAAATTTTAAAAATGTTCAGTAACGGTCACTGAGAGTTTGATAAT

I, >

TIA1-205 >

TIA1-205

ATTGTTGATGTGCACAGTGACTGATGCCTGTAATCCCAACACTTTGGGAGGCAGAGGCTGGAGGATCACTTGAGCCCAGGAATTT
15,470
TAACAACTACACGTGTCACTGACTACGGACATTAGGGTTGTGAAACCCTCCGTCTCCGACCTCCTAGTGAACTCGGGTCCTTAAA

e, >

TIA1-205 >

TIA1-205
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GAGACCAGCCTGGGCAACATAACAAGACCACATCTCTAAAAAAAAATTAATTAACTGTACTTGAAATAAAATTGTATATTCCTCT
15,555
CTCTGGTCGGACCCGTTGTATTGTTCTGGTGTAGAGATTTTTTTTTAATTAATTGACATGAACTTTATTTTAACATATAAGGAGA

e, >

TIA1-205 >

TIA1-205

ATTTTAGTAGCTTTCTAGTCTTTTGAATTAGTTTTTTATTTTAACAAATCTGTTTAGGAGGCTATGGAAAGAATTTTAAAATGGC
15,640
TAAAATCATCGAAAGATCAGAAAACTTAATCAAAAAATAAAATTGTTTAGACAAATCCTCCGATACCTTTCTTAAAATTTTACCG

I, >

TIA1-205 >

TIA1-205

CTATAATGTCATTTGATATTTTGCACTGTAGGTGTAAAAATTGGAATTTTTTTCTGCTACTTGAATTTATAATTAAACATCCAGG
15,725
GATATTACAGTAAACTATAAAACGTGACATCCACATTTTTAACCTTAAAAAAAGACGATGAACTTAAATATTAATTTGTAGGTCC

e, >

TIA1-205 >

TIA1-205

TTCTATTTATCACATAGCCTCACCTACCTGGAACACCAGCAGAAAAGGGAAGTTTTGTTTTTTTTTTTGAGACAGAGTCTCGCTG
15,810
AAGATAAATAGTGTATCGGAGTGGATGGACCTTGTGGTCGTCTTTTCCCTTCAAAACAAAAAAAAAAACTCTGTCTCAGAGCGAC

e 1 N

TIA1-205 >

TIA1-205

TGCGCCCAGACTGGAATCCAGTGGCACCATCTTGGCTCACTGCAACGTCCCCCTCCTGAGTTCAAGCGAATCTCCTGCCTCAGCC
15,895
ACGCGGGTCTGACCTTAGGTCACCGTGGTAGAACCGAGTGACGTTGCAGGGGGAGGACTCAAGTTCGCTTAGAGGACGGAGTCGG

e, >

TIA1-205 >

TIA1-205

TCCCGAGTAGATGGGATTACAAGCACACGCCACCACACCCAGCTGATTTTTGTATTTTTAGTAGAGATGAGGTTTCACCATTTTG
15,980
AGGGCTCATCTACCCTAATGTTCGTGTGCGGTGGTGTGGGTCGACTAAAAACATAAAAATCATCTCTACTCCAAAGTGGTAAAAC

I, >

TIA1-205 >

TIA1-205

GCCAGGCTAGTCTCGAACTCCTGACCTCAGGTGATCCACCTGCCTCATCCTCCCAGAGTGCTGAGATTACAGGCATGAGCTACTG
16,065
CGGTCCGATCAGAGCTTGAGGACTGGAGTCCACTAGGTGGACGGAGTAGGAGGGTCTCACGACTCTAATGTCCGTACTCGATGAC

e, >

TIA1-205 >

TIA1-205
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TGCCCGGCCAAGGGAAGATAATTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGAGACAGAGTTTCACTCTTGTTGCCCAGGC
16,150
ACGGGCCGGTTCCCTTCTATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTCTGTCTCAAAGTGAGAACAACGGGTCCG

e, >

TIA1-205 >

TIA1-205

TGGAGTGCAATGGCGCAATCTCGGCTCACCACAACCTTCGCCTCCAGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGC
16,235
ACCTCACGTTACCGCGTTAGAGCCGAGTGGTGTTGGAAGCGGAGGTCCCAAGTTCGCTAAGAGGACGGAGTCGGAGGGCTCATCG

I, >

TIA1-205 >

TIA1-205

TGGGATTACAGGCATGCACCACCACGCCCGGCTAATTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTGGTCAGGCTGGTC
16,320
ACCCTAATGTCCGTACGTGGTGGTGCGGGCCGATTAAAACATAAAAATCATCTCTGTCCCAAAGTGGTACAACCAGTCCGACCAG

e, >

TIA1-205 >

TIA1-205

TCAAACTCCTGACCTCAGGTGATCAGCCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCATCATGCCTGGCTGGG
16,405
AGTTTGAGGACTGGAGTCCACTAGTCGGGTGGAACCGGAGGGTTTCACGACCCTAATGTCCACACTCGGTAGTACGGACCGACCC

e 1 N

TIA1-205 >

TIA1-205

AAGATAATTTTTTTTCTTTTTTCTTTTTTCTTTTTTTTTTTTTTTTTGAGACAGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCA
16,490
TTCTATTAAAAAAAAGAAAAAAGAAAAAAGAAAAAAAAAAAAAAAAACTCTGTCTCAGAGCGAGACAGCGGGTCCGACCTCACGT

e, >

TIA1-205 >

TIA1-205

GTGGTGCAATCTCGGCTCACTGCACACTGCAAGCTCCGTCTCCTGGGTTCACGCCATTCTCCTGCCTTAGCCTCCTGAGTAGCTG
16,575
CACCACGTTAGAGCCGAGTGACGTGTGACGTTCGAGGCAGAGGACCCAAGTGCGGTAAGAGGACGGAATCGGAGGACTCATCGAC

I, >

TIA1-205 >

TIA1-205

GGACTACAGGCGCCCGCCACCAGGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGCTAGCCAGGATGGTG
16,660
CCTGATGTCCGCGGGCGGTGGTCCGGGCCGATTAAAAAACATAAAAATCATCTCTGCCCCAAAGTGGCACGATCGGTCCTACCAC

e, >

TIA1-205 >

TIA1-205
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TCGATCTCCTGACCTCATGATCCGCCTGCCTCGGCCTCTCGAAGTGCTGGGATTACAGGCATGAGCCACTGCGCCTGGCGGGAAG
16,745
AGCTAGAGGACTGGAGTACTAGGCGGACGGAGCCGGAGAGCTTCACGACCCTAATGTCCGTACTCGGTGACGCGGACCGCCCTTC

e, >

TIA1-205 >

TIA1-205

ATAATTTTTTAAAGGCTTCTGAGCAAGCAAAAAATTGATGTCAGAAAGTTCACATTCTAAAACTTATTCTAAAATTTTACTTACC
16,830
TATTAAAAAATTTCCGAAGACTCGTTCGTTTTTTAACTACAGTCTTTCAAGTGTAAGATTTTGAATAAGATTTTAAAATGAATGG

I, >

TIA1-205 >

TIA1-205

AGAGAATCTCTTCAGTTTTCAGAGCCTATTTACCTATATTTTAAAACAGGTTTAAGAAGGTTGGCTAAGATTTTCTGCTACTCAG
16,915
TCTCTTAGAGAAGTCAAAAGTCTCGGATAAATGGATATAAAATTTTGTCCAAATTCTTCCAACCGATTCTAAAAGACGATGAGTC

e, >

TIA1-205 >

TIA1-205

CAAGCTAGTAGCAGCAAGGAGCAATGTACATTTGTAGCAGTAAAAAGTAACTTATAACAGGGAGGGGATAGAAAAATCATAAAAA
17,000
GTTCGATCATCGTCGTTCCTCGTTACATGTAAACATCGTCATTTTTCATTGAATATTGTCCCTCCCCTATCTTTTTAGTATTTTT

e 1 N

TIA1-205 >

TIA1-205

GCCGAAGTGAGACTTCAGAACTTAGGAGTTCAGTCAAACTTAATCTGTGTAGCTTGAACAAATGGTTATATGATGATGGGGTATG
17,085
CGGCTTCACTCTGAAGTCTTGAATCCTCAAGTCAGTTTGAATTAGACACATCGAACTTGTTTACCAATATACTACTACCCCATAC

e, >

TIA1-205 >

TIA1-205

TGTAGCTATATATCCAGTTAGGATACCTAGTCATTAATATTAAATTATAGTACTATAGTATAACCTGTTGAAGAAAATAGCTATG
17,170
ACATCGATATATAGGTCAATCCTATGGATCAGTAATTATAATTTAATATCATGATATCATATTGGACAACTTCTTTTATCGATAC

I, >

TIA1-205 >

TIA1-205

TATAAAAGCAGTGTGATTTTAAGTGTTTGCTTTTTTTTTTTTACTTTTTAATTATTTTAGAGACAGGATCTTGCTGTGTTGCCCA
17,255
ATATTTTCGTCACACTAAAATTCACAAACGAAAAAAAAAAAATGAAAAATTAATAAAATCTCTGTCCTAGAACGACACAACGGGT

e, >

TIA1-205 >

TIA1-205
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GGCTGGATTCAAACTCCTGGGCTCAAGCATTCCTCCCACCTCAGCCTCCTAAAGTAGCTGGGACTACAGGAGCTGGCTGTTTACT
17,340
CCGACCTAAGTTTGAGGACCCGAGTTCGTAAGGAGGGTGGAGTCGGAGGATTTCATCGACCCTGATGTCCTCGACCGACAAATGA

e, >

TIA1-205 >

TIA1-205

TTTTTGTTTGTTTGTTTTTGAGACGGAGTCTTGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCAGTCTCAGCTTACTGCAACCT
17,425
AAAAACAAACAAACAAAAACTCTGCCTCAGAACGAGACAGCGGGTCCGACCTCACGTCACCGCGTCAGAGTCGAATGACGTTGGA

I, >

TIA1-205 >

TIA1-205

CCACCTCCCGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCGAGTAGGTGGGATTACAGGAGCCTGCCACCATGCCTGGTTAATT
17,510
GGTGGAGGGCCCAAGTTCGTTAAGAGGACGGAGTCGGAGGGCTCATCCACCCTAATGTCCTCGGACGGTGGTACGGACCAATTAA

e, >

TIA1-205 >

TIA1-205

TTTGTATTTTTTTTTAATAGAGACAGGGTTTCACCACGTTGGCCAAGTTGGTCTCAAACTGCTGACCTCATGATCCACCTGCCTT
17,595
AAACATAAAAAAAAATTATCTCTGTCCCAAAGTGGTGCAACCGGTTCAACCAGAGTTTGACGACTGGAGTACTAGGTGGACGGAA

e 1 N

TIA1-205 >

TIA1-205

GGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCTCACCCAGCCTACTTTTTTAAATCTAAAATTTACTTGTGGAATAGAC
17,680
CCGGAGGGTTTCACGACCCTAATGTCCACACTCGGTGGAGTGGGTCGGATGAAAAAATTTAGATTTTAAATGAACACCTTATCTG

e, >

TIA1-205 >

TIA1-205

CATTCATTCTCCATGGCCTGATAACTTAGATGTATAAAACTTGGTTTAAGATTTTTTTTTTTACATAATTTTAAGGTAATGGGTG
17,765
GTAAGTAAGAGGTACCGGACTATTGAATCTACATATTTTGAACCAAATTCTAAAAAAAAAAATGTATTAAAATTCCATTACCCAC

I, >

TIA1-205 >

TIA1-205

AATAAAGCTTAAAATTGGCTTTTGTGTTTCTTCTCCCACAGACAGCTGGAAATGATCCCTATTGTTTTGTGGAGTTTCATGAGCA
17,850
TTATTTCGAATTTTAACCGAAAACACAAAGAAGAGGGTGTCTGTCGACCTTTACTAGGGATAACAAAACACCTCAAAGTACTCGT

e, >

TIA1-205 >
L L L 45 L L L L 50 L L L ! 55 !
T A G N D P Y C F \ E F H E H
--------------------------------- ENSE00003627817 >
TIA1-205
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TCGTCATGCAGCTGCAGCATTAGCTGCTATGAATGGACGGAAGATAATGGGTAAGGTAAGCTGTCGTAATTAAAGAAGGTGACTT
17,935
AGCAGTACGTCGACGTCGTAATCGACGATACTTACCTGCCTTCTATTACCCATTCCATTCGACAGCATTAATTTCTTCCACTGAA

e, >

TIA1-205 >

L L L 60 L L L L 65 L L L L 70 L L L L
R H A A A A L A A M N G R K 1 M G K

[N S0kl 43 A - — — — = = = = = = = = = = = = = = = = = = = =« >

TIA1-205

GCACTGAAAAAATTTAAGTTATATATGATTTTGTTTCCTTTTTAGAAACATTAAACACTTTTTTTTTTTTTTTGAGATGAAATTT
18,020
CGTGACTTTTTTAAATTCAATATATACTAAAACAAAGGAAAAATCTTTGTAATTTGTGAAAAAAAAAAAAAAACTCTACTTTAAA

__________________________________________________________________ P

TIA1-205 >

TIA1-205

TGCCCTTGTTGCCCAATCTGGAGTGCAATGGCACAGTCTTGGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGTGATTCTCCTGC
18,105
ACGGGAACAACGGGTTAGACCTCACGTTACCGTGTCAGAACCGAGTGACGTTGGAGACGGAGGACCCAAGTTCACTAAGAGGACG

e, >

TIA1-205 >

TIA1-205

CTCAGCCTCCCTAGTAGCTGGGATTACAGGAACGCACCACCACACCCAGCTAATTTTTCGTATTTTTAGTAGAAATGAGGTTTCA
18,190
GAGTCGGAGGGATCATCGACCCTAATGTCCTTGCGTGGTGGTGTGGGTCGATTAAAAAGCATAAAAATCATCTTTACTCCAAAGT

e, >

TIA1-205 >

TIA1-205

CCATGTTAGCCAGACTGGTCTCAAACTCCTGACCTCAGGTGATCTGCCTGCCTCGGCTTCGCAAAGTGTTGGGATTATAGATGTG
18,275
GGTACAATCGGTCTGACCAGAGTTTGAGGACTGGAGTCCACTAGACGGACGGAGCCGAAGCGTTTCACAACCCTAATATCTACAC

I, >

TIA1-205 >

TIA1-205

AGCCACCGCGCCTGGCTGAAACATTAAACACTTTATAGCAAAAGGTCAGTTATTGACATATAATATTAAAAAGGTAGGATAAAGC
18,360
TCGGTGGCGCGGACCGACTTTGTAATTTGTGAAATATCGTTTTCCAGTCAATAACTGTATATTATAATTTTTCCATCCTATTTCG

__________________________________________________________________ P

TIA1-205 >

TIA1-205

TTTTAGAGGGCAGAGGCTTGTGTTTATGTTAGTATTTTCTTTTCTTTTTTTTTTTTTTTGAGTTGGGTCTTTCTCTGTTGCCCAG
18,445
AAAATCTCCCGTCTCCGAACACAAATACAATCATAAAAGAAAAGAAAAAAAAAAAAAAACTCAACCCAGAAAGAGACAACGGGTC

e, >

TIA1-205 >

TIA1-205
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GCTGGAGTGCAGCGGCGCGATCTCAGCTCACTGCAAGCTCTGCCTTCCGGGTTCATGCCATTCTCCTGCCTCAGCCTCTGGAGTA
18,530
CGACCTCACGTCGCCGCGCTAGAGTCGAGTGACGTTCGAGACGGAAGGCCCAAGTACGGTAAGAGGACGGAGTCGGAGACCTCAT

e, >

TIA1-205 >

TIA1-205

GCTGGGACTACAGGCGCCCGCCACCACGCCTGACTAATTTTTTGTATTTTTAGTAGAAACAGGGTTTCACCGTGTTGGCCAGGAT
18,615
CGACCCTGATGTCCGCGGGCGGTGGTGCGGACTGATTAAAAAACATAAAAATCATCTTTGTCCCAAAGTGGCACAACCGGTCCTA

I, >

TIA1-205 >

TIA1-205

GGTCTCAGTCGCCTGACCTCATGATCCGATCTGCCCGTCTCGGCCTCCCAAAGTGCTGCGATTACAGGCGTGAGCCACCGTCCCC
18,700
CCAGAGTCAGCGGACTGGAGTACTAGGCTAGACGGGCAGAGCCGGAGGGTTTCACGACGCTAATGTCCGCACTCGGTGGCAGGGG

e, >

TIA1-205 >

TIA1-205

AGGTTTTTTTGTTTTTTTTTTTTGAGATGGAATCTTGCTTTGTCACCCAGGCTGGAGTGCAGTGGCACCATCTTGGCTCACTGCA
18,785
TCCAAAAAAACAAAAAAAAAAAACTCTACCTTAGAACGAAACAGTGGGTCCGACCTCACGTCACCGTGGTAGAACCGAGTGACGT

e 1 N

TIA1-205 >

TIA1-205

ACCTCTGCCTCATGGGTTCAAGCAATTCTTCTGCTTCAGCCTCCTGGGTAGCTGGGATGACAGGCACCCACCATCATGCCCAGCT
18,870
TGGAGACGGAGTACCCAAGTTCGTTAAGAAGACGAAGTCGGAGGACCCATCGACCCTACTGTCCGTGGGTGGTAGTACGGGTCGA

e, >

TIA1-205 >

TIA1-205

AATTTTTGTATTTTTGTAGAGACAGGGTTTCACTCTGATGGCCAGGCTGGTCTTGAACTCCTGACCTCAGGTGATCCGCCTGTCT
18,955
TTAAAAACATAAAAACATCTCTGTCCCAAAGTGAGACTACCGGTCCGACCAGAACTTGAGGACTGGAGTCCACTAGGCGGACAGA

I, >

TIA1-205 >

TIA1-205

TGGCCTCCGAAAGTGCTGAGATTACAGACGTCAGCCAGCAGCCTATGTTAGTATTTTCCATGGTGGATTGTACATGGTAAATAAC
19,040
ACCGGAGGCTTTCACGACTCTAATGTCTGCAGTCGGTCGTCGGATACAATCATAAAAGGTACCACCTAACATGTACCATTTATTG

e, >

TIA1-205 >

TIA1-205
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AAAATATTTGCTGAATTACTCAAGCTTGGATGCTAATGGAAAAGAATGAAAGGAAAAAAAATAATATGGGTACTTTAGGTAGGAA
19,125
TTTTATAAACGACTTAATGAGTTCGAACCTACGATTACCTTTTCTTACTTTCCTTTTTTTTATTATACCCATGAAATCCATCCTT

e, >

TIA1-205 >

TIA1-205

AGGTTAATTGAATGATAACAGACACATAAAGATTAGGATTTGTCAACATTATTTGCCTAAATGTAGGTCAGAAGATTAAGTGTTG
19,210
TCCAATTAACTTACTATTGTCTGTGTATTTCTAATCCTAAACAGTTGTAATAAACGGATTTACATCCAGTCTTCTAATTCACAAC

I, >

TIA1-205 >

TIA1-205

AAACTTGACCAGAGCTGGTATCTCCTTCAGTGTTTCATCTTAAACAGATATCTTCCTATGTGTTTATAGATACAAATGTGATTTT
19,295
TTTGAACTGGTCTCGACCATAGAGGAAGTCACAAAGTAGAATTTGTCTATAGAAGGATACACAAATATCTATGTTTACACTAAAA

e, >

TIA1-205 >

TIA1-205

GGGCTTTATTTTTGTGAAGTATAAATGTAGAAATTTTTTTTTTTTAGGAAGTCAAAGTGAATTGGGCAACAACCCCTAGCAGTCA
19,380
CCCGAAATAAAAACACTTCATATTTACATCTTTAAAAAAAAAAAATCCTTCAGTTTCACTTAACCCGTTGTTGGGGATCGTCAGT

e 1 N

TIA1-205 >

75 L L
E \i K \i N W A T T P S S

Q
-------------------------------------- ENSE00003605947 >

TIA1-205

L L 80 L L L L 85 L L

AAAGAAAGATACAAGCAGTAAGTATATTTTATGCTCTTTGAACATTTGTTTTTATTGTACCCAGTAGTTTTATTGTAAAGCCTAT
19,465
TTTCTTTCTATGTTCGTCATTCATATAAAATACGAGAAACTTGTAAACAAAAATAACATGGGTCATCAAAATAACATTTCGGATA

I, >

TIA1-205 >

L L 90 L L
K K D T S

ENSE00003605947 R e e e e e >

TIA1-205

AAACATCATACATGTTTGCAGTAATGTTTTGATCGTTATCCTAAGATATGATTGAATGTGTTTGTGTTAATAAATTTAAGAACAA
19,550
TTTGTAGTATGTACAAACGTCATTACAAAACTAGCAATAGGATTCTATACTAACTTACACAAACACAATTATTTAAATTCTTGTT

e, >

TIA1-205 >

TIA1-205

ATCTAATCTTTGTCATCAGGTAGTACCGTTGTCAGCACACAGCGTTCACAAGGTAATTGTATCTTCTTAAACATAAAATGAAATC
19,635
TAGATTAGAAACAGTAGTCCATCATGGCAACAGTCGTGTGTCGCAAGTGTTCCATTAACATAGAAGAATTTGTATTTTACTTTAG

I, >

TIA1-205 >
.95 ., 100
s S T VvV V S T Q R S Q
---------------- ENSE00003493099 S N
TIA1-205
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TCTTGAAAGGGTATTCACTAACCACCTGAAGTTTTTTTGTTTGATATTTGGGGGAGGGGGGCGGGAGGAGATATTATTTCTATTT
19,720
AGAACTTTCCCATAAGTGATTGGTGGACTTCAAAAAAACAAACTATAAACCCCCTCCCCCCGCCCTCCTCTATAATAAAGATAAA

e, >

TIA1-205 >

TIA1-205

GTCTCTCTAGCAATACTTTTCTCCCTTCTCAGTGTTGACCAAGTATAACTTGTCCGCTACTTTGGTGCTAGTTCAAGCTTTCTGA
19,805
CAGAGAGATCGTTATGAAAAGAGGGAAGAGTCACAACTGGTTCATATTGAACAGGCGATGAAACCACGATCAAGTTCGAAAGACT

I, >

TIA1-205 >

TIA1-205

CCCGTTTGGTAGCAGCTGATGCCTTAGAACTACTTTCACCAACTAAGGGGCAAAATACCCTCCTTTCTTGAGGTCACCATTTGGG
19,890
GGGCAAACCATCGTCGACTACGGAATCTTGATGAAAGTGGTTGATTCCCCGTTTTATGGGAGGAAAGAACTCCAGTGGTAAACCC

e, >

TIA1-205 >

TIA1-205

CTTCATACCCAGATCTTCCAAATGCTTGAGTTGCTCCTCAAATTTTGTTTCCCAAAGAGCAATCCAAAATGTTGTTTAAGGCCTG
19,975
GAAGTATGGGTCTAGAAGGTTTACGAACTCAACGAGGAGTTTAAAACAAAGGGTTTCTCGTTAGGTTTTACAACAAATTCCGGAC

e 1 N

TIA1-205 >

TIA1-205

TCAAATATGGGTAACTTTTCTTTCCAAATATGCTTTGTCAAATTGATGTATGTGTCCATTTTAAAGTGTTGGTCCAACAATTTTG
20,060
AGTTTATACCCATTGAAAAGAAAGGTTTATACGAAACAGTTTAACTACATACACAGGTAAAATTTCACAACCAGGTTGTTAAAAC

e, >

TIA1-205 >

TIA1-205

CATTTTTAAAGTGTTTCTTTTTTTGATAATTGTCTTTTTTAAAAACTTCAGATATGGGTTGGTTATTTCTCTCCAATGCTTTTTT
20,145
GTAAAAATTTCACAAAGAAAAAAACTATTAACAGAAAAAATTTTTGAAGTCTATACCCAACCAATAAAGAGAGGTTACGAAAAAA

I, >

TIA1-205 >

TIA1-205

AATGGTTCTGATATAAAGTGAAGGGATTACTGTTTTCATTCTGTTGCCTTCAGTCTTAGTTCACTTGCACATGGATTCACATAAA
20,230
TTACCAAGACTATATTTCACTTCCCTAATGACAAAAGTAAGACAACGGAAGTCAGAATCAAGTGAACGTGTACCTAAGTGTATTT

e, >

TIA1-205 >

TIA1-205
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CTGAATGGTGTAATGTCTGGGCAACCAAAACTGTTGGCTTTTGAGAAAACTGTCAAATACTTTAACATCAAACTGTTGCAATGCA
20,315
GACTTACCACATTACAGACCCGTTGGTTTTGACAACCGAAAACTCTTTTGACAGTTTATGAAATTGTAGTTTGACAACGTTACGT

e, >

TIA1-205 >

TIA1-205

AGGTATTTCTTTGATTGTTCTTCACAAAATATGGTTAAACCAAGTATATATCATGTAGCTAGCTTCAGTAAATTGTGTTAACTGA
20,400
TCCATAAAGAAACTAACAAGAAGTGTTTTATACCAATTTGGTTCATATATAGTACATCGATCGAAGTCATTTAACACAATTGACT

I, >

TIA1-205 >

TIA1-205

GGCAAATCTAGTCTACATAATTCACAGTACCACTATTTTATTTTAATTTGTAAAGCCTTAATATAGTGGTAAACTGAATAAAAGT
20,485
CCGTTTAGATCAGATGTATTAAGTGTCATGGTGATAAAATAAAATTAAACATTTCGGAATTATATCACCATTTGACTTATTTTCA

e, >

TIA1-205 >

TIA1-205

AAATAATTATTATTAGAATGGTAACTAAGTCATTAAATTTTTTTGCAGAACTGAAACTTGTATGTTATTAGTTTATTTTCTTAGA
20,570
TTTATTAATAATAATCTTACCATTGATTCAGTAATTTAAAAAAACGTCTTGACTTTGAACATACAATAATCAAATAAAAGAATCT

e 1 N

TIA1-205 >

TIA1-205

CCAGTGTAATAATTGACTGTAAATAGAAATATAAATGTCACTTTACAGTTAGATGTATCACAGTCGTTTCAGGAGAATTTTTCCT
20,655
GGTCACATTATTAACTGACATTTATCTTTATATTTACAGTGAAATGTCAATCTACATAGTGTCAGCAAAGTCCTCTTAAAAAGGA

e, >

TIA1-205 >

TIA1-205

ATATTGTTACCTTGATTCATTGTTTAAAATTGGTAGGATTTGTATAGATATAGGATAGTGTTTTATTTATACTTTATCATAAGCC
20,740
TATAACAATGGAACTAAGTAACAAATTTTAACCATCCTAAACATATCTATATCCTATCACAAAATAAATATGAAATAGTATTCGG

I, >

TIA1-205 >

TIA1-205

ATAATCATTTTAAGAATACTTTATTGGATAGATTTTAGTACTTTTTAAATTCTAAAGTTCTATTTTTCTTTTCACTTCCCCTTCC
20,825
TATTAGTAAAATTCTTATGAAATAACCTATCTAAAATCATGAAAAATTTAAGATTTCAAGATAAAAAGAAAAGTGAAGGGGAAGG

e, >

TIA1-205 >

TIA1-205
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TTCCCCTTATAAGATCATTTCCATGTCTTTGTTGGTGATCTCAGCCCAGAAATTACAACTGAAGATATAAAAGCTGCTTTTGCAC
20,910
AAGGGGAATATTCTAGTAAAGGTACAGAAACAACCACTAGAGTCGGGTCTTTAATGTTGACTTCTATATTTTCGACGAAAACGTG

e, >

TIA1-205 >

L L 110, L L L 115 L L L 120, L L L 125
D H F H \ F \ G D L S P E 1 T T E D 1 K A A F

>

TIA1-205

CATTTGGAAGAATATCGTAAGTAACAGAAGATAAATAAAATCCTTTTAATTAGAAACAATTATATGTAGACATAACTTGAAAATA
20,995
GTAAACCTTCTTATAGCATTCATTGTCTTCTATTTATTTTAGGAAAATTAATCTTTGTTAATATACATCTGTATTGAACTTTTAT

__________________________________________________________________ P

TIA1-205 >

L L 130, L L
P F G R 1 S

ENSE00003637040 |l L L T L L >

TIA1-205

ATTCTGTTGTGAATTTTGTACATTAATTTTATAACTTGAATATAATGTATTACATTGTTTAGAGATCATTCAAGAAGTTAACAGC
21,080
TAAGACAACACTTAAAACATGTAATTAAAATATTGAACTTATATTACATAATGTAACAAATCTCTAGTAAGTTCTTCAATTGTCG

I, >

TIA1-205 >

TIA1-205

AAAAGATTGTTTTCCCATTGATGAATAAACCTTTGGTTTTCAATTATCTTAAAATCCTTTTTCAATTAGCATAGCTCTTAAGAGA
21,165
TTTTCTAACAAAAGGGTAACTACTTATTTGGAAACCAAAAGTTAATAGAATTTTAGGAAAAAGTTAATCGTATCGAGAATTCTCT

e, >

TIA1-205 >

TIA1-205

CAAATTTGCCATTGTACATGTTTTACTTTCTTATATAGGTATCAAGCTAGCTTGGTGACAATCTTTAGTAAAATTGTGCTGTAAC
21,250
GTTTAAACGGTAACATGTACAAAATGAAAGAATATATCCATAGTTCGATCGAACCACTGTTAGAAATCATTTTAACACGACATTG

e 1 N

TIA1-205 >

TIA1-205

TAAGGAATTTAGATCTGTTGGGTACTTCTATGATACCATGCATTTTGTGTTAATATATTTTAACAAAAAGAAACCTTAACAATTC
21,335
ATTCCTTAAATCTAGACAACCCATGAAGATACTATGGTACGTAAAACACAATTATATAAAATTGTTTTTCTTTGGAATTGTTAAG

e, >

TIA1-205 >

TIA1-205

AACTTAAAAAGCAGTTATTGAATATTATTTTCTAGATATTTACACCCTTTTAAAAAAACTGCTAACAATAATAGTGCCTTAATAA
21,420
TTGAATTTTTCGTCAATAACTTATAATAAAAGATCTATAAATGTGGGAAAATTTTTTTGACGATTGTTATTATCACGGAATTATT

I, >

TIA1-205 >

TIA1-205
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TATTTTATGAAGCACTGCCTTGCTTGCACTTGTTATTAGTCATACATTTTAGGCCCTTATGAATAAATACCTTACTTGAGATAGC
21,505
ATAAAATACTTCGTGACGGAACGAACGTGAACAATAATCAGTATGTAAAATCCGGGAATACTTATTTATGGAATGAACTCTATCG

e, >

TIA1-205 >

TIA1-205

ATTCATCATAGAAGAACTTTAAAATTTTGAAAAGCATGCCATATTAGAGTAAGAATAACAAGTTGTTTACAGTACTTTCTGTAGA
21,590
TAAGTAGTATCTTCTTGAAATTTTAAAACTTTTCGTACGGTATAATCTCATTCTTATTGTTCAACAAATGTCATGAAAGACATCT

I, >

TIA1-205 >

TIA1-205

GTAATTAGCTTAGAAAACTTCTTCAGGGTTTCTGCTTGCTCTGTTATTTTTCCACCTAGAAGAATAGTAAAAAGGAAGTGCTAGC
21,675
CATTAATCGAATCTTTTGAAGAAGTCCCAAAGACGAACGAGACAATAAAAAGGTGGATCTTCTTATCATTTTTCCTTCACGATCG

e, >

TIA1-205 >

TIA1-205

TGTGGTTTGGTTTGAACAGACCAACAGCAGAGATGAGATGAGGAGACTGGAAAGTAAATGCCAGTAGTATTGGTGAATTTTAGGA
21,760
ACACCAAACCAAACTTGTCTGGTTGTCGTCTCTACTCTACTCCTCTGACCTTTCATTTACGGTCATCATAACCACTTAAAATCCT

e 1 N

TIA1-205 >

TIA1-205

GCTTTCGTTTGAAGAGTTATCGTTCCTTGATTAGGGGATGTGACCAAGGAATTACCAACTTTAAAGGTGGTCACAGAATTAGGGC
21,845
CGAAAGCAAACTTCTCAATAGCAAGGAACTAATCCCCTACACTGGTTCCTTAATGGTTGAAATTTCCACCAGTGTCTTAATCCCG

e, >

TIA1-205 >

TIA1-205

TTATAAATGGACTTCTTTCAGATGACATTTTTCTTTGTGAGACCTGATCAGGAAAATAAGTACAGCTTTCATTTCTTGATTGTCC
21,930
AATATTTACCTGAAGAAAGTCTACTGTAAAAAGAAACACTCTGGACTAGTCCTTTTATTCATGTCGAAAGTAAAGAACTAACAGG

I, >

TIA1-205 >

TIA1-205

TTCTTAATAATATCTTAGAGTTTCAATAATAATTAGCTTGCTTTCGAATATCTGGACTTAGACAGTCTTAGCCTTTGGCCTCTCA
22,015
AAGAATTATTATAGAATCTCAAAGTTATTATTAATCGAACGAAAGCTTATAGACCTGAATCTGTCAGAATCGGAAACCGGAGAGT

e, >

TIA1-205 >

TIA1-205
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AGGGCTCTAAATCTCTATGCACAATTTTGTGTTTTCATTTTGGTGTGGAAAATCTTTGTAAATTTTATCCTATTGTCAGAGTAGT
22,100
TCCCGAGATTTAGAGATACGTGTTAAAACACAAAAGTAAAACCACACCTTTTAGAAACATTTAAAATAGGATAACAGTCTCATCA

e, >

TIA1-205 >

TIA1-205

CATAGAACCATAAAAGGATAAAGAAGCCTGATCTAGATCTTTGCTGCTGCTTCAGAGAATCTTTTCAGAGAGAAATAAATGAGTT
22,185
GTATCTTGGTATTTTCCTATTTCTTCGGACTAGATCTAGAAACGACGACGAAGTCTCTTAGAAAAGTCTCTCTTTATTTACTCAA

I, >

TIA1-205 >

TIA1-205

GAATATTTTTCAAGACTAACATTTTCTGAAACTTTAAGAAGAAAAAATTTTCTAACATTGTGAACAGATTAAGTAGCTATTTTAT
22,270
CTTATAAAAAGTTCTGATTGTAAAAGACTTTGAAATTCTTCTTTTTTAAAAGATTGTAACACTTGTCTAATTCATCGATAAAATA

e, >

TIA1-205 >

TIA1-205

TAAATGCTTTGATTTTAATTGAGGTAGTTTTTTTGAAAACACGGGAATTTTAGTTTGGAATTAGGCAAAGATTGTTTAACAGTTG
22,355
ATTTACGAAACTAAAATTAACTCCATCAAAAAAACTTTTGTGCCCTTAAAATCAAACCTTAATCCGTTTCTAACAAATTGTCAAC

e 1 N

TIA1-205 >

TIA1-205

GTGAGTTTAAGTTAAGTGACCTTCAGATTTTAGCAATTTCATGATTTACAAATCGTGGGTTATATTTTTTTCTCTTAAATATATT
22,440
CACTCAAATTCAATTCACTGGAAGTCTAAAATCGTTAAAGTACTAAATGTTTAGCACCCAATATAAAAAAAGAGAATTTATATAA

e, >

TIA1-205 >

TIA1-205

TCTGTGTCATATTTTTAGTCTGTAGATTTTCTTATGGTCCCATGATTATTGGTGTATACTTTTTTTTTCTTGGTAAGACCTTTAA
22,525
AGACACAGTATAAAAATCAGACATCTAAAAGAATACCAGGGTACTAATAACCACATATGAAAAAAAAAGAACCATTCTGGAAATT

I, >

TIA1-205 >

TIA1-205

GTTTTATGATTTTCAATTGAGATAATGTATAATGTTTGAGTTTTAGGCTATATAAGGAATTAGCTTTCCTGCATTTAAAGGAATC
22,610
CAAAATACTAAAAGTTAACTCTATTACATATTACAAACTCAAAATCCGATATATTCCTTAATCGAAAGGACGTAAATTTCCTTAG

e, >

TIA1-205 >

TIA1-205
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ATTTGGCAGTCAGTAGCATATTTTCCTGATTTTTTGTTGTTGTTAAAGGAGATAAGTTGATAACTGTATGTTGAAGGGTTCTCAT
22,695
TAAACCGTCAGTCATCGTATAAAAGGACTAAAAAACAACAACAATTTCCTCTATTCAACTATTGACATACAACTTCCCAAGAGTA

e, >

TIA1-205 >

TIA1-205

GATATTCTCTAAAAAGTGCAAATATCAGTGCTTGATTTATAGATGTGTAATAAACAGTGGTCTGTAAAAGCATGTAGTATAAAAA
22,780
CTATAAGAGATTTTTCACGTTTATAGTCACGAACTAAATATCTACACATTATTTGTCACCAGACATTTTCGTACATCATATTTTT

I, >

TIA1-205 >

TIA1-205

ATATGGTATTTTCCCTTATATACAGCCTATAAACTCTTCCTATTCCTTGAGTTTAGGGTAGACTAACAAATTACAGCGTAGAAGA
22,865
TATACCATAAAAGGGAATATATGTCGGATATTTGAGAAGGATAAGGAACTCAAATCCCATCTGATTGTTTAATGTCGCATCTTCT

e, >

TIA1-205 >

TIA1-205

GAGTCAGCTACCAGATTAAATGCATGCGTACCATACAGATAATTTATTAAGTATTTTTGCATATTGAACATTGACTTACATTAAT
22,950
CTCAGTCGATGGTCTAATTTACGTACGCATGGTATGTCTATTAAATAATTCATAAAAACGTATAACTTGTAACTGAATGTAATTA

e 1 N

TIA1-205 >

TIA1-205

TTTCCCTTTTCACCACCACGTCTTTGTCATTTTGACCCTGAACACTTAATAAATCACTCAGATTGATCTAAAATATGCTTATGTA
23,035
AAAGGGAAAAGTGGTGGTGCAGAAACAGTAAAACTGGGACTTGTGAATTATTTAGTGAGTCTAACTAGATTTTATACGAATACAT

e, >

TIA1-205 >

TIA1-205

TACTTTAATAGAAAATTACATTGCATGGCTTTCTGACTTGGGTTTTTGTTATAAAAGTGCCTGTTTTGTTCATGTGTCCTGAGAG
23,120
ATGAAATTATCTTTTAATGTAACGTACCGAAAGACTGAACCCAAAAACAATATTTTCACGGACAAAACAAGTACACAGGACTCTC

I, >

TIA1-205 >

TIA1-205

AGCAAGCATTGTGACATACCTGACTAACTTAAAAGCAGATTGCCTGTGAAGCACAATTTGAGTCCAATTTTTTGAGGTATGGAGT
23,205
TCGTTCGTAACACTGTATGGACTGATTGAATTTTCGTCTAACGGACACTTCGTGTTAAACTCAGGTTAAAAAACTCCATACCTCA

e, >

TIA1-205 >

TIA1-205
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TTTAGCTATCATGGCTGGGTTTTTACTCAATCTCAAATAATAGGGCTCTGGTTATTTTGCAGAGTGTCTCTGAAGAATGGACAGA
23,290
AAATCGATAGTACCGACCCAAAAATGAGTTAGAGTTTATTATCCCGAGACCAATAAAACGTCTCACAGAGACTTCTTACCTGTCT

e, >

TIA1-205 >

TIA1-205

ATTGCCCTGGCTAACTACAAGCTACGGTTCACAGTGGATAAATGTTGGCGTGCTTTTTTACTTTCTGACTTTTTAAAATTTTGCT
23,375
TAACGGGACCGATTGATGTTCGATGCCAAGTGTCACCTATTTACAACCGCACGAAAAAATGAAAGACTGAAAAATTTTAAAACGA

I, >

TIA1-205 >

TIA1-205

TTTATATCTTGTAGTTCCAATCAATTTTATATGAATGCTATTATAAAATTCAGTGTAAAATCTTTTCTTGTCTAGCTTAAAACTT
23,460
AAATATAGAACATCAAGGTTAGTTAAAATATACTTACGATAATATTTTAAGTCACATTTTAGAAAAGAACAGATCGAATTTTGAA

e, >

TIA1-205 >

TIA1-205

GTGTGTGTCTAGTATTTTTCTTCAATGATTTAACATTTCTGAAAATGTCAAGTTCTCAAAATTTAGACAAAAAGGGGGGTATAAA
23,545
CACACACAGATCATAAAAAGAAGTTACTAAATTGTAAAGACTTTTACAGTTCAAGAGTTTTAAATCTGTTTTTCCCCCCATATTT

e 1 N

TIA1-205 >

TIA1-205

TTGATCTGAAAAAATTAAATAGTTTAATTAGTTTAGGGAATATACAACTTTTTCATTCTTTTGGTTTCCAGTTTTCTATTTTTTT
23,630
AACTAGACTTTTTTAATTTATCAAATTAATCAAATCCCTTATATGTTGAAAAAGTAAGAAAACCAAAGGTCAAAAGATAAAAAAA

e, >

TIA1-205 >

TIA1-205

TTAATGATTAGGTAGAATATAGTGTCAAATAAGTTATAAATTGCATGGTTAAAGAAAGCCATTCATCTAATGTCCTGTGAACTTT
23,715
AATTACTAATCCATCTTATATCACAGTTTATTCAATATTTAACGTACCAATTTCTTTCGGTAAGTAGATTACAGGACACTTGAAA

I, >

TIA1-205 >

TIA1-205

ATAAGTGGTTAAGTAGTTCATGTGAGTAGCTGCTTTCACCATGCTTAATATTTAAAAGTTTAAAAAGTTTTTTGAAGAGAGAGGC
23,800
TATTCACCAATTCATCAAGTACACTCATCGACGAAAGTGGTACGAATTATAAATTTTCAAATTTTTCAAAAAACTTCTCTCTCCG

e, >

TIA1-205 >

TIA1-205
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AATTTCTGTACAATATAAATATACATATATACTTAAGTTATTGATTTGCATGTCTATAAAATTAAGCCTCATTTCCTAATACATG
23,885
TTAAAGACATGTTATATTTATATGTATATATGAATTCAATAACTAAACGTACAGATATTTTAATTCGGAGTAAAGGATTATGTAC

e, >

TIA1-205 >

TIA1-205

ATAAATTTTGTAGAATAAAAGGTGAATTTGCATTAAAGGTTCACTTTAATGAAGGTGAAACATGAGAATGAGTTGTGTGTGAAAT
23,970
TATTTAAAACATCTTATTTTCCACTTAAACGTAATTTCCAAGTGAAATTACTTCCACTTTGTACTCTTACTCAACACACACTTTA

I, >

TIA1-205 >

TIA1-205

TCTTATTTGATATCCAGAGGATAGTTTGCAAACCTAAACTTCTGATTGTTTCTGATTTCAGAGATGCCCGAGTGGTAAAAGACAT
24,055
AGAATAAACTATAGGTCTCCTATCAAACGTTTGGATTTGAAGACTAACAAAGACTAAAGTCTCTACGGGCTCACCATTTTCTGTA

e, >

TIA1-205 >

L 135 L L L 140,
D A R \i \i K D M

------------------------------------------------- ENSE00003458490 >

TIA1-205

GGCAACAGGAAAGTCTAAGGGATATGGCTTTGTCTCCTTTTTCAACAAATGGGTGAGCTCAGTGAGAAGTGCATGGATAATGCTT
24,140
CCGTTGTCCTTTCAGATTCCCTATACCGAAACAGAGGAAAAAGTTGTTTACCCACTCGAGTCACTCTTCACGTACCTATTACGAA

e, >

TIA1-205 >

L L L 150, L L L 155 L L
A G Y G F \ S F F N K W

NS o0 o e T e 7 Lo o I — — = = = = = = = = = = = = = = = = = === === - >

TIA1-205
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(9]
e
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AAAGAGTAAAGAATGGAAACACTCCGTTTTAATTACTAATCTTTTTTTCGTCTGCTGTTTATTTTACTGATGATTAAAATAAACC
24,225
TTTCTCATTTCTTACCTTTGTGAGGCAAAATTAATGATTAGAAAAAAAGCAGACGACAAATAAAATGACTACTAATTTTATTTGG

e 1 N

TIA1-205 >

TIA1-205

CTCACTAGAAGATTTCTTCTGTTTTGTCTGTTTAACATTTATTGGCACCTGAGGCATGCAGAGTACTGATAAGATGTTTTCAGAA
24,310
GAGTGATCTTCTAAAGAAGACAAAACAGACAAATTGTAAATAACCGTGGACTCCGTACGTCTCATGACTATTCTACAAAAGTCTT

e, >

TIA1-205 >

TIA1-205

TGTAGAAAGTAAAGTTGTTTAAATTATCAGCCAAAGGTAGATGTTGAAAATCTCATTTATGGATTTAATTCATTATCTCCCTAGT
24,395
ACATCTTTCATTTCAACAAATTTAATAGTCGGTTTCCATCTACAACTTTTAGAGTAAATACCTAAATTAAGTAATAGAGGGATCA

I, >

TIA1-205 >

TIA1-205

Drinted from SnanGene®:* Mav 15 2023 1216 PM Paage 4?7



INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

TTATATTCCCATGGTAGTTTAAAAGTAGCTAATAAAATACTGTGAGGAGGCCGGACGCAGTGGCTCACACCTGTAATCCCAACAC
24,480
AATATAAGGGTACCATCAAATTTTCATCGATTATTTTATGACACTCCTCCGGCCTGCGTCACCGAGTGTGGACATTAGGGTTGTG

e, >

TIA1-205 >

TIA1-205

TTTGGGAGGCTGAGGCGGGTGGATCACCTGAGGTCAGGACTTTGAGAACAGCCAGGTCAACCTGGTGAAACCCTGTTTCTACTAA
24,565
AAACCCTCCGACTCCGCCCACCTAGTGGACTCCAGTCCTGAAACTCTTGTCGGTCCAGTTGGACCACTTTGGGACAAAGATGATT

I, >

TIA1-205 >

TIA1-205

AAATACAAAAATTATCCGGGCGTGGTGGCAGGCGCCTGTAGTCCCAGCTACTCGGGAAGCTGAGGCAGGAGGATCACTTGAACCC
24,650
TTTATGTTTTTAATAGGCCCGCACCACCGTCCGCGGACATCAGGGTCGATGAGCCCTTCGACTCCGTCCTCCTAGTGAACTTGGG

e, >

TIA1-205 >

TIA1-205

AGGAGGCACAGGTTGCAGTGAGCCGAGATCATGCCACAGCACAGCCTGGGCGACAGAGTGAGACCCTGTCTCAAAAAATAAATAA
24,735
TCCTCCGTGTCCAACGTCACTCGGCTCTAGTACGGTGTCGTGTCGGACCCGCTGTCTCACTCTGGGACAGAGTTTTTTATTTATT

e 1 N

TIA1-205 >

TIA1-205

ATAAATAAAAATACTGTGATGGATAGGAACTTTTTAAAAAATTAAATATTACCCGGGCACAGTGGTTTATGCCTATAACCTCAGC
24,820
TATTTATTTTTATGACACTACCTATCCTTGAAAAATTTTTTAATTTATAATGGGCCCGTGTCACCAAATACGGATATTGGAGTCG

e, >

TIA1-205 >

TIA1-205

ACTTTGGGAGGCTGAGAAGTTTGAGATAAATACTGGCAATATAGTGGGACCCTATCTCTACAAAATATATATATTTTTTATTTTA
24,905
TGAAACCCTCCGACTCTTCAAACTCTATTTATGACCGTTATATCACCCTGGGATAGAGATGTTTTATATATATAAAAAATAAAAT

I, >

TIA1-205 >

TIA1-205

CTTTTTTTTTAATTTTTTTTTTTCCGGGAATTCCGAAAATTCAGCCGAGCCCAGTGGCTCACACCTGTAATCCCAGCACTTTGGG
24,990
GAAAAAAAAATTAAAAAAAAAAAGGCCCTTAAGGCTTTTAAGTCGGCTCGGGTCACCGAGTGTGGACATTAGGGTCGTGAAACCC

e, >

TIA1-205 >

TIA1-205
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ATGCCAAGGTGGGCGGATCACTTGAGGTCAGGAGTTCAAGACCAACCTGGACAACATGGCAAAACCCCATCTCTACAAAAAATTA
25,075
TACGGTTCCACCCGCCTAGTGAACTCCAGTCCTCAAGTTCTGGTTGGACCTGTTGTACCGTTTTGGGGTAGAGATGTTTTTTAAT

e, >

TIA1-205 >

TIA1-205

GCCAGGCATGGCGACACATGCCTGTAGTCCCAGCTACTTGCAGGGCTGAGGCGGGAGGATCACTTAAATCCAGGAGGCCAAAGCT
25,160
CGGTCCGTACCGCTGTGTACGGACATCAGGGTCGATGAACGTCCCGACTCCGCCCTCCTAGTGAATTTAGGTCCTCCGGTTTCGA

I, >

TIA1-205 >

TIA1-205

GCAGTGAGTCATGATCAAGCCACTGTACTCCAGCCTGGGTGACAAAGTGAGGCCCTGTCTCAAGAAAAAAAAAGTTGAAAATTGT
25,245
CGTCACTCAGTACTAGTTCGGTGACATGAGGTCGGACCCACTGTTTCACTCCGGGACAGAGTTCTTTTTTTTTCAACTTTTAACA

e, >

TIA1-205 >

TIA1-205

AAAGTACATTGAGAGGTGAAAACAATACAAGCTCAATCATGTACATGTCCCATCTACCAAAGATTTTTTTTTTCCTGTAAGATGA
25,330
TTTCATGTAACTCTCCACTTTTGTTATGTTCGAGTTAGTACATGTACAGGGTAGATGGTTTCTAAAAAAAAAAGGACATTCTACT

e 1 N

TIA1-205 >

TIA1-205

GAAAATAAAAATTAAGAGAATTTATTTGGTTCTCAAAACTTTACTATTAAGCATAGCATAATGTTTTAGAAAGGTAGAAAAATAC
25,415
CTTTTATTTTTAATTCTCTTAAATAAACCAAGAGTTTTGAAATGATAATTCGTATCGTATTACAAAATCTTTCCATCTTTTTATG

e, >

TIA1-205 >

TIA1-205

CTTCTATAATGGATTGATAGCCGTGATTAATTTGAGTTCCTTAGAGGATTGATTCATAGGTTTTAGGATGTTTTAGTGCAAGTTA
25,500
GAAGATATTACCTAACTATCGGCACTAATTAAACTCAAGGAATCTCCTAACTAAGTATCCAAAATCCTACAAAATCACGTTCAAT

I, >

TIA1-205 >

TIA1-205

GGGAAATAAATTGGCGGTTTGATGGGCTAGGAACTCATTTTTCACATTTTCGAGATTGTGGACTGTAGGGTTCTGCTATATAAAA
25,585
CCCTTTATTTAACCGCCAAACTACCCGATCCTTGAGTAAAAAGTGTAAAAGCTCTAACACCTGACATCCCAAGACGATATATTTT

e, >

TIA1-205 >

TIA1-205
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ATCACTGTTGAATGTGTATTTAGTATGAACTAGAGTCAAATAGCAAAGGATGTCTCTTGATAACCTGTGTATGGCCTCTGGAGTT
25,670
TAGTGACAACTTACACATAAATCATACTTGATCTCAGTTTATCGTTTCCTACAGAGAACTATTGGACACATACCGGAGACCTCAA

e, >

TIA1-205 >

TIA1-205

AGCCAGAGATGTATACAAATTCTGACAACCATTATAAAACAGATGTAACTTTGAGTAAATAATATAATTTTTTTTTTGAGACGGA
25,755
TCGGTCTCTACATATGTTTAAGACTGTTGGTAATATTTTGTCTACATTGAAACTCATTTATTATATTAAAAAAAAAACTCTGCCT

I, >

TIA1-205 >

TIA1-205

GTTTCGCTCTGTTGCCCAGGCTGGAGCGCAATGGCGCAATTTCGGCTCACTGCAACCTCCATCTCCTGGGTTCAAGCAATTCTTC
25,840
CAAAGCGAGACAACGGGTCCGACCTCGCGTTACCGCGTTAAAGCCGAGTGACGTTGGAGGTAGAGGACCCAAGTTCGTTAAGAAG

e, >

TIA1-205 >

TIA1-205

TGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGTGCCGCCACCATGCACGGCTAATTTTTTGTATTTTTAGTAGAGACAGGATTT
25,925
ACGGAGTCGGAGGGTTCATCGACCCTAATGTCCACGGCGGTGGTACGTGCCGATTAAAAAACATAAAAATCATCTCTGTCCTAAA

e 1 N

TIA1-205 >

TIA1-205

CACTATGTTGGCCAGGCTGGTCTCAAACTCCTGACCTTGTGATCCACCTGCCTCGGCCTCCCAGAGTGCTGGGATTACAGGCGTG
26,010
GTGATACAACCGGTCCGACCAGAGTTTGAGGACTGGAACACTAGGTGGACGGAGCCGGAGGGTCTCACGACCCTAATGTCCGCAC

e, >

TIA1-205 >

TIA1-205

AGCCACTGCGCCCGGCAGTAAATAATATAATCTTCTATAAAATCTTCTATAAATTTAAATCTATAAATTTCAACTTATGTAAAAT
26,095
TCGGTGACGCGGGCCGTCATTTATTATATTAGAAGATATTTTAGAAGATATTTAAATTTAGATATTTAAAGTTGAATACATTTTA

I, >

TIA1-205 >

TIA1-205

TTGTGATACGTGCTTGGCTCTGTTACGCAGTGCTACAGCCCTGATTGCAATTACCCCCAGCCTCTCTTCCTATGTTCTACATGCT
26,180
AACACTATGCACGAACCGAGACAATGCGTCACGATGTCGGGACTAACGTTAATGGGGGTCGGAGAGAAGGATACAAGATGTACGA

e, >

TIA1-205 >

TIA1-205
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AGGAAGACCACAATACTGATTGAGCTTAGCTTCTCTGCCTACCCCAAAATAACTGAATGTTCCTGGAAAAAAACTGAGTTCAGGT
26,265
TCCTTCTGGTGTTATGACTAACTCGAATCGAAGAGACGGATGGGGTTTTATTGACTTACAAGGACCTTTTTTTGACTCAAGTCCA

e, >

TIA1-205 >

TIA1-205

GGTTTTGCTTCTAATTTAATGGTCACACACTTTAGGTGAGTACAGAGTACTGTCTTGGCAAACATGTGTTTCTCATCTTTCAACC
26,350
CCAAAACGAAGATTAAATTACCAGTGTGTGAAATCCACTCATGTCTCATGACAGAACCGTTTGTACACAAAGAGTAGAAAGTTGG

I, >

TIA1-205 >

TIA1-205

ACCAAACTTACATAAAATTCATCCACCTTCCCATTCTTCCTATTATAGTACAGGAAAGGTCCTTCCTGTCAAAGGCAAAATCACT
26,435
TGGTTTGAATGTATTTTAAGTAGGTGGAAGGGTAAGAAGGATAATATCATGTCCTTTCCAGGAAGGACAGTTTCCGTTTTAGTGA

e, >

TIA1-205 >

TIA1-205

TATGATTGTGTCCCCATCTCTCTTGCCTTTTCAAGGACTTTGAGCCTATGCTGCCACTGCTTCATTGTTTTTTTTTTGTTTGTTT
26,520
ATACTAACACAGGGGTAGAGAGAACGGAAAAGTTCCTGAAACTCGGATACGACGGTGACGAAGTAACAAAAAAAAAACAAACAAA

e 1 N

TIA1-205 >

TIA1-205

GTTTTGTTTTGTTTTTGTTTTAACAGCAGCTTTATTGAGATATAATTCAAGTATACAGTGTGGCCGGGCACAGTGGCTCACACCT
26,605
CAAAACAAAACAAAAACAAAATTGTCGTCGAAATAACTCTATATTAAGTTCATATGTCACACCGGCCCGTGTCACCGAGTGTGGA

e, >

TIA1-205 >

TIA1-205

GTAATCCCAGCACTTTGGGAGACTAAGGCAGGCAGATTACTTGAGCCTAGGAATTTGAGAGCAGCCTGGGCAAAATGGCAAAACC
26,690
CATTAGGGTCGTGAAACCCTCTGATTCCGTCCGTCTAATGAACTCGGATCCTTAAACTCTCGTCGGACCCGTTTTACCGTTTTGG

I, >

TIA1-205 >

TIA1-205

CCTTCTCTACAAAAAATGAGCCAGGCATGGTGGCACACACCTGTAGTCCCAGTTACTTGAGAGGCAGAGGTGGGGGAATCACCTG
26,775
GGAAGAGATGTTTTTTACTCGGTCCGTACCACCGTGTGTGGACATCAGGGTCAATGAACTCTCCGTCTCCACCCCCTTAGTGGAC

e, >

TIA1-205 >

TIA1-205
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AGCCCAGGAAGTTGAGGATCCAGTGAGCTGAGATTGCACCACTGCACTCCAGCCTGGACGACAGAGACCCTGTCTCAAAAAAAAA
26,860
TCGGGTCCTTCAACTCCTAGGTCACTCGACTCTAACGTGGTGACGTGAGGTCGGACCTGCTGTCTCTGGGACAGAGTTTTTTTTT

e, >

TIA1-205 >

TIA1-205

AATTTTTTTTTTAAAGTATACAATTCAGTGGTTTCTAGGTAATTCACAGAATTGTGCAACTATTACCAAAATAAATTTTAGAATA
26,945
TTAAAAAAAAAATTTCATATGTTAAGTCACCAAAGATCCATTAAGTGTCTTAACACGTTGATAATGGTTTTATTTAAAATCTTAT

I, >

TIA1-205 >

TIA1-205

TTTTTACCACCCCAAAAAGAAGCTACATGACTCATTAGCAGTCACTATCCTCCTTTCATGCCCCTCCTGCCAGCCCTGAACAATT
27,030
AAAAATGGTGGGGTTTTTCTTCGATGTACTGAGTAATCGTCAGTGATAGGAGGAAAGTACGGGGAGGACGGTCGGGACTTGTTAA

e, >

TIA1-205 >

TIA1-205

GTCAATCTACTTTCTGTCTCTGTAGATTTCCCTGTTCTCAACATTTCCTATAAATGGAATCATAATGTGCTGTTCTTGTTATTAC
27,115
CAGTTAGATGAAAGACAGAGACATCTAAAGGGACAAGAGTTGTAAAGGATATTTACCTTAGTATTACACGACAAGAACAATAATG

e 1 N

TIA1-205 >

TIA1-205

TGCTATTCTGTGTCATCACTCTATTCCTTCTCTACTGGATCATTCTCATCAACCTAGGATCTCTCTTTTTTTTTTGGAGAGAGGG
27,200
ACGATAAGACACAGTAGTGAGATAAGGAAGAGATGACCTAGTAAGAGTAGTTGGATCCTAGAGAGAAAAAAAAAACCTCTCTCCC

e, >

TIA1-205 >

TIA1-205

TCTCACTCTGTCACTCAGGCTGGAGTGCAGTGGTGTGATCATAGCTCACTGCAGCCTCGAACTCCTGGCCTCAATCCATCCTCCT
27,285
AGAGTGAGACAGTGAGTCCGACCTCACGTCACCACACTAGTATCGAGTGACGTCGGAGCTTGAGGACCGGAGTTAGGTAGGAGGA

I, >

TIA1-205 >

TIA1-205

GCCTCAGCCTCCAGAGTAGCTGGGACCACAGGTGTACACCACCATGCCCACCTAATTTTTTTTTAAAAAAAGGCCAGGCATGGTG
27,370
CGGAGTCGGAGGTCTCATCGACCCTGGTGTCCACATGTGGTGGTACGGGTGGATTAAAAAAAAATTTTTTTCCGGTCCGTACCAC

e, >

TIA1-205 >

TIA1-205
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GCTCACACTTGTAATCCCAGCACTTTGGGTGGCCGAGGCAAGCAGATCATGAGGTCAGAAGTTCGAGACCAGCCTGACCAACATG
27,455
CGAGTGTGAACATTAGGGTCGTGAAACCCACCGGCTCCGTTCGTCTAGTACTCCAGTCTTCAAGCTCTGGTCGGACTGGTTGTAC

e, >

TIA1-205 >

TIA1-205

GTGAAACCCCGTCTCTACTAAAAATAGAAAAATTAGCCAGGCATGGTGGCACACGCCTGTAATCACGGCTACTCAGGAGGCTGAG
27,540
CACTTTGGGGCAGAGATGATTTTTATCTTTTTAATCGGTCCGTACCACCGTGTGCGGACATTAGTGCCGATGAGTCCTCCGACTC

I, >

TIA1-205 >

TIA1-205

GCAGGAGAATCGCTTGAACCTGGGAGGCAAAGGTTGCAGTGAGCTGAGATTATGCCACTGCACTCCAGCCTGGGCAACAGAGTGA
27,625
CGTCCTCTTAGCGAACTTGGACCCTCCGTTTCCAACGTCACTCGACTCTAATACGGTGACGTGAGGTCGGACCCGTTGTCTCACT

e, >

TIA1-205 >

TIA1-205

GACTCCGTCTCAAAAATATATATATATATTTTTTTGTAGGAACAATCTCACTTTGTTGCCCAGTCTGGCCTCGAACTCCTGGCTT
27,710
CTGAGGCAGAGTTTTTATATATATATATAAAAAAACATCCTTGTTAGAGTGAAACAACGGGTCAGACCGGAGCTTGAGGACCGAA

e 1 N

TIA1-205 >

TIA1-205

CCACCAGTCCGCCCGCCTTGGCCTCCCAAAGTGGTGGGGTTATAGGCATGAGGCACCGTTCCTGGCCATCTAGTATCTCTTAATC
27,795
GGTGGTCAGGCGGGCGGAACCGGAGGGTTTCACCACCCCAATATCCGTACTCCGTGGCAAGGACCGGTAGATCATAGAGAATTAG

e, >

TIA1-205 >

TIA1-205

AAAACCACTGTTTATCCTCACATCCCTTCCCTAACTGTATCCCCATTTCTTGGCTATAATTCTCAAGAGTTGTTTGCATATGCTT
27,880
TTTTGGTGACAAATAGGAGTGTAGGGAAGGGATTGACATAGGGGTAAAGAACCGATATTAAGAGTTCTCAACAAACGTATACGAA

I, >

TIA1-205 >

TIA1-205

CTACTTTATCTCCCATTCACAACCACCAACATAGATACATCTCTGTTTTTTTTCCACTTTTTTGAGTGAGTAGTTTTATTTTTTT
27,965
GATGAAATAGAGGGTAAGTGTTGGTGGTTGTATCTATGTAGAGACAAAAAAAAGGTGAAAAAACTCACTCATCAAAATAAAAAAA

e, >

TIA1-205 >

TIA1-205
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CCTGAGGAGCTGTATCAAAGTATCATAAACTGGATGGCTTAGAGCAACAAAAATTTATTTTCTCAATGTTTTGGAGGCGTGAAAT
28,050
GGACTCCTCGACATAGTTTCATAGTATTTGACCTACCGAATCTCGTTGTTTTTAAATAAAAGAGTTACAAAACCTCCGCACTTTA

e, >

TIA1-205 >

TIA1-205

TCACAATCAAGGTGTCAGCATGTCCATGCTCTTTTGAAGGCTCTGTAGAAGAATCCTTTGTTGCTTCTTCCAAGCTTCTGGTGGT
28,135
AGTGTTAGTTCCACAGTCGTACAGGTACGAGAAAACTTCCGAGACATCTTCTTAGGAAACAACGAAGAAGGTTCGAAGACCACCA

I, >

TIA1-205 >

TIA1-205

TGCTGGTAATTCTTGGCATTCATTGGCTTGTAGCTGTATAACTCCAATCTCTGCCTTCATCTTCACATGACCATCTTCTCTCTTT
28,220
ACGACCATTAAGAACCGTAAGTAACCGAACATCGACATATTGAGGTTAGAGACGGAAGTAGAAGTGTACTGGTAGAAGAGAGAAA

e, >

TIA1-205 >

TIA1-205

GTGTATCCATATAATCATCATCTTTTTTTTTCGAGACAGGACCTCACTCTGTCACCCAGGCTGGAGTGTGGTGGCACAATCACAA
28,305
CACATAGGTATATTAGTAGTAGAAAAAAAAAGCTCTGTCCTGGAGTGAGACAGTGGGTCCGACCTCACACCACCGTGTTAGTGTT

e 1 N

TIA1-205 >

TIA1-205

CTCACTGCAGCCTTGACCTCCCAGGCTTAGGTGATCTTTCCATCACAACCTCCTAAGTAGCTGGGACTACAGGTGTTGCAACACC
28,390
GAGTGACGTCGGAACTGGAGGGTCCGAATCCACTAGAAAGGTAGTGTTGGAGGATTCATCGACCCTGATGTCCACAACGTTGTGG

e, >

TIA1-205 >

TIA1-205

ATGCCCAGCTAATTTTTCTATTTTTTGTAGAGACAGGATTTTGTCATGTTGTCCAGGCTGGTCTCGAACTCCTGGGCTCATGATC
28,475
TACGGGTCGATTAAAAAGATAAAAAACATCTCTGTCCTAAAACAGTACAACAGGTCCGACCAGAGCTTGAGGACCCGAGTACTAG

I, >

TIA1-205 >

TIA1-205

CACCTGCCTCGGCCTCCCAAGTGCTGGGATTATAAGTGTGAGCCACCGTGCCCAGTCTGATCTTTACTTCTTATGAGGACTTGAG
28,560
GTGGACGGAGCCGGAGGGTTCACGACCCTAATATTCACACTCGGTGGCACGGGTCAGACTAGAAATGAAGAATACTCCTGAACTC

e, >

TIA1-205 >

TIA1-205
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TCATTGGATTTGGGGCCCACCTTAATCCAGTATAACCTCATCTTAATTACTTCGGCAAAGACCCTGTTTCCAAATAAGGCCATAT
28,645
AGTAACCTAAACCCCGGGTGGAATTAGGTCATATTGGAGTAGAATTAATGAAGCCGTTTCTGGGACAAAGGTTTATTCCGGTATA

e, >

TIA1-205 >

TIA1-205

TTCACAGATACCAGGGTATAGGACTTCATATCGTTTTGAGGGACACAATTCAACACATAACATTAGTTAAGCGTCTCATGGAGTT
28,730
AAGTGTCTATGGTCCCATATCCTGAAGTATAGCAAAACTCCCTGTGTTAAGTTGTGTATTGTAATCAATTCGCAGAGTACCTCAA

I, >

TIA1-205 >

TIA1-205

CGGACTGGTTGGGGTGATAATATTTGTTTCTTTTTAAGAATGTGCATTTCCTGCCAGGCACAGTGGCTCATTCCTGTAATAACAG
28,815
GCCTGACCAACCCCACTATTATAAACAAAGAAAAATTCTTACACGTAAAGGACGGTCCGTGTCACCGAGTAAGGACATTATTGTC

e, >

TIA1-205 >

TIA1-205

AACTTTGGGAGGCCAAGGCAGGAGGAGGACTGCTTGAGCCCAGGAGTTAGAAACCAGCCTGGGCAACAGCAAGACCCTGTCTCCA
28,900
TTGAAACCCTCCGGTTCCGTCCTCCTCCTGACGAACTCGGGTCCTCAATCTTTGGTCGGACCCGTTGTCGTTCTGGGACAGAGGT

e 1 N

TIA1-205 >

TIA1-205

TTAAAAAAAAAAAAAAAAAAAAGCCTGGCGACCTAGTCTGTGGACCCCGAATCCCTCCCATTGCCTGTTGCAACCAGTAAAGGCT
28,985
AATTTTTTTTTTTTTTTTTTTTCGGACCGCTGGATCAGACACCTGGGGCTTAGGGAGGGTAACGGACAACGTTGGTCATTTCCGA

e, >

TIA1-205 >

TIA1-205

GTTCCTACCATAGTAAAGAAATTAAAAAAATAAAAAAAACAGCCAACCTTGTTGGTGCATGCTTATAGTCCTAGCTACTAGGAGG
29,070
CAAGGATGGTATCATTTCTTTAATTTTTTTATTTTTTTTGTCGGTTGGAACAACCACGTACGAATATCAGGATCGATGATCCTCC

I, >

TIA1-205 >

TIA1-205

CTGAGGTGGGAGTATCACTTGAGCCCAAGGAGTTCAAGGCTACAGTAAGCTGTGATCATGCCTGGATGACAGAATAAGACCCTAT
29,155
GACTCCACCCTCATAGTGAACTCGGGTTCCTCAAGTTCCGATGTCATTCGACACTAGTACGGACCTACTGTCTTATTCTGGGATA

e, >

TIA1-205 >

TIA1-205
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TTAATTTTTTTTTAAAGCATTTCGTTTTCATATTTCAAGAAAGGCCTTGAATTTGCCTGTTCCTTCAGTAGTAGATTAAGCTTAC
29,240
AATTAAAAAAAAATTTCGTAAAGCAAAAGTATAAAGTTCTTTCCGGAACTTAAACGGACAAGGAAGTCATCATCTAATTCGAATG

e, >

TIA1-205 >

TIA1-205

CTTTGATGTGTGCACACAAAAGTTACACTCCATTTACTTTTTAGTCTACTCTAAGCTGGTTTTACTCTCACTTTGTACCAATGCT
29,325
GAAACTACACACGTGTGTTTTCAATGTGAGGTAAATGAAAAATCAGATGAGATTCGACCAAAATGAGAGTGAAACATGGTTACGA

I, >

TIA1-205 >

TIA1-205

ACTCTATTTTCAAGGTCACCTCTTAACCTCTGTTTTCTTGGCTCCCTGGACCATACACTTTTGTGGCTTTCTTCCTTCATCACTG
29,410
TGAGATAAAAGTTCCAGTGGAGAATTGGAGACAAAAGAACCGAGGGACCTGGTATGTGAAAACACCGAAAGAAGGAAGTAGTGAC

e, >

TIA1-205 >

TIA1-205

GCTACTCCTCCCTAGTCACCTTAGCTAGTGATTATTCCTTTACCCATTTTTCAAGTTTTGCTGTTTTTCAGGGCTCTGTCCTAGG
29,495
CGATGAGGAGGGATCAGTGGAATCGATCACTAATAAGGAAATGGGTAAAAAGTTCAAAACGACAAAAAGTCCCGAGACAGGATCC

e 1 N

TIA1-205 >

TIA1-205

CTCTTTCTCTAGTCTGCATGAATTTTGTATCTTCAGTCTACTTCTCTGCGTTCCACATTTATTAACAAATGGTCTTCATTTATAT
29,580
GAGAAAGAGATCAGACGTACTTAAAACATAGAAGTCAGATGAAGAGACGCAAGGTGTAAATAATTGTTTACCAGAAGTAAATATA

e, >

TIA1-205 >

TIA1-205

GTCTCACAGGCATCTCAAAGTTTTTTCTTAATGGAGCTTTTTGTTTCTTCCTCAGACCTGTTCCCCTTTTCTTTCCTAGTCTTTC
29,665
CAGAGTGTCCGTAGAGTTTCAAAAAAGAATTACCTCGAAAAACAAAGAAGGAGTCTGGACAAGGGGAAAAGAAAGGATCAGAAAG

I, >

TIA1-205 >

TIA1-205

TCCGCATTTCAATAAATGCTGTCTTTCCAATTTCTCTAGAGGAACCTAAGAGTTATCTTTTCTCTCCTTTTGCTTGTGGTGTCCC
29,750
AGGCGTAAAGTTATTTACGACAGAAAGGTTAAAGAGATCTCCTTGGATTCTCAATAGAAAAGAGAGGAAAACGAACACCACAGGG

e, >

TIA1-205 >

TIA1-205
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CTCCAGCCCCCATTATTTTGGCCTTGAGTTTAAGTTACATTCACTGCTACTGCAATGCTCCTGGCCACCAACACTTTTTAAAAAT
29,835
GAGGTCGGGGGTAATAAAACCGGAACTCAAATTCAATGTAAGTGACGATGACGTTACGAGGACCGGTGGTTGTGAAAAATTTTTA

e, >

TIA1-205 >

TIA1-205

CTAGAATATTGCACAAGTTTCATAAAGTATCTTTATCCCCTTACTACCCATTATCCTAAGCCATTCTCCTCTTAGCGCTAAGAAT
29,920
GATCTTATAACGTGTTCAAAGTATTTCATAGAAATAGGGGAATGATGGGTAATAGGATTCGGTAAGAGGAGAATCGCGATTCTTA

I, >

TIA1-205 >

TIA1-205

GGCCTTCTTGCCGGGTGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAAGCCAAGGCAGGCGGATCACGAGGTCAGGAGAT
30,005
CCGGAAGAACGGCCCACGCCACCGAGTGCGGACATTAGGGTCGTGAAACCCTTCGGTTCCGTCCGCCTAGTGCTCCAGTCCTCTA

e, >

TIA1-205 >

TIA1-205

GGAGACCATCCTGTCTAACACGGTGAAACCCTGTCTCTACTAAAAAAGAAACCCTGTCTCTACTAAAAAATACAAAAAAAAATTA
30,090
CCTCTGGTAGGACAGATTGTGCCACTTTGGGACAGAGATGATTTTTTCTTTGGGACAGAGATGATTTTTTATGTTTTTTTTTAAT

e 1 N

TIA1-205 >

TIA1-205

GCCGGGCTTGGTGGCTGGCACCTGTACAGGAGAATGGCAGGAACCCAGGAGGCGGAGCTTGCAGTGAGCCAAGAACGCGCCACTG
30,175
CGGCCCGAACCACCGACCGTGGACATGTCCTCTTACCGTCCTTGGGTCCTCCGCCTCGAACGTCACTCGGTTCTTGCGCGGTGAC

e, >

TIA1-205 >

TIA1-205

CACTCCAGCCTGGGAGACAGAGCAAGACTCCATCTCGAAAAAAAGAATGGCCTTCTTAAAACATAGGTCATGATGATTCCTTGCT
30,260
GTGAGGTCGGACCCTCTGTCTCGTTCTGAGGTAGAGCTTTTTTTCTTACCGGAAGAATTTTGTATCCAGTACTACTAAGGAACGA

I, >

TIA1-205 >

TIA1-205

TAAAATCTTTCAGTTTCATTCTCTGACATTCTTTTTTGCTCGCTGGATTCCACTGAAACTAGTCTTTCACATGCTGCTTTCAGAT
30,345
ATTTTAGAAAGTCAAAGTAAGAGACTGTAAGAAAAAACGAGCGACCTAAGGTGACTTTGATCAGAAAGTGTACGACGAAAGTCTA

e, >

TIA1-205 >

TIA1-205
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GCATACCAAACTTTTGTGCCTTAACACACTTTGCAATACTTTTCTCTCTACTGGGGCTTTCTTCCTCATTGTTTTGACTTGGCTA
30,430
CGTATGGTTTGAAAACACGGAATTGTGTGAAACGTTATGAAAAGAGAGATGACCCCGAAAGAAGGAGTAACAAAACTGAACCGAT

e, >

TIA1-205 >

TIA1-205

TCTCCTATTGCTGTCAGGCTTAGTTTAAATGTCATTTCAGAGAGACCTTTCTTATTCATCCTGTCTGTAGTAGATCCTTGTGCCC
30,515
AGAGGATAACGACAGTCCGAATCAAATTTACAGTAAAGTCTCTCTGGAAAGAATAAGTAGGACAGACATCATCTAGGAACACGGG

I, >

TIA1-205 >

TIA1-205

ATATTCTCTATCTCAGCCTTTTGTTTCTGTCATAGGTCTTACCACAATATGTAATTGCTTTATTTGTTCCCCACAAAAGAATGTA
30,600
TATAAGAGATAGAGTCGGAAAACAAAGACAGTATCCAGAATGGTGTTATACATTAACGAAATAAACAAGGGGTGTTTTCTTACAT

e, >

TIA1-205 >

TIA1-205

AGAGACCATGTATGCTTGTTTACCAGTGTGTCCCTAGCTCTTAACCGCATGCCTGGAACATAACTGTTCAATATTTATTTGTTGG
30,685
TCTCTGGTACATACGAACAAATGGTCACACAGGGATCGAGAATTGGCGTACGGACCTTGTATTGACAAGTTATAAATAAACAACC

e 1 N

TIA1-205 >

TIA1-205

ATGAATGAGAAACCAAATATTGTTAACAAGCTTGTTAGATTGTTTAAGATTTTCTTCTATAGTAGTCTGAGTTGCATGAACTTTA
30,770
TACTTACTCTTTGGTTTATAACAATTGTTCGAACAATCTAACAAATTCTAAAAGAAGATATCATCAGACTCAACGTACTTGAAAT

e, >

TIA1-205 >

TIA1-205

TGATATCTACCTCATTAGGGCTGTCGGGCTCACGACCTTTTCAGATGATTAATGTTCCCAAAATTTAATATTCAAATAAGAGAAA
30,855
ACTATAGATGGAGTAATCCCGACAGCCCGAGTGCTGGAAAAGTCTACTAATTACAAGGGTTTTAAATTATAAGTTTATTCTCTTT

I, >

TIA1-205 >

TIA1-205

AACAATACAAAAGCACCATTGGGTTGAGCATGGTGGCTCATGCCTGTAATCCTAGCACTTTGGGAAGCTGAGGTGGACAGATCAC
30,940
TTGTTATGTTTTCGTGGTAACCCAACTCGTACCACCGAGTACGGACATTAGGATCGTGAAACCCTTCGACTCCACCTGTCTAGTG

e, >

TIA1-205 >

TIA1-205
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TTGAGGTCAGAAGTTTGAGACCAGGGCCGGGCACAGTGGCTCACGCCTGTAATCCCAGCACTTTGAGAGGCCGAGTTGGGAGGAT
31,025
AACTCCAGTCTTCAAACTCTGGTCCCGGCCCGTGTCACCGAGTGCGGACATTAGGGTCGTGAAACTCTCCGGCTCAACCCTCCTA

e, >

TIA1-205 >

TIA1-205

CACGAGGTCAGGAGATCGAGACCATCCTGGCTAACATGGCGAAACCGTGTCTCTACTAAAAATACAAAAAATGAGCCAGGCGTGG
31,110
GTGCTCCAGTCCTCTAGCTCTGGTAGGACCGATTGTACCGCTTTGGCACAGAGATGATTTTTATGTTTTTTACTCGGTCCGCACC

I, >

TIA1-205 >

TIA1-205

TGGCAGGTGCCCGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCTGGGAGGCAGAGCTTGCAGTGAGCCG
31,195
ACCGTCCACGGGCATCAGGGTCGATGAACCCTCCGACTCCGTCCTCTTACCGCACTTGGACCCTCCGTCTCGAACGTCACTCGGC

e, >

TIA1-205 >

TIA1-205

AGATCACGCCATTACACTCCAGCCTGGGCCACAGAGCGAGACTTAAAAAAGAAAAAAAAAAGAAGAAGAAGTTCGAGACCAGCCT
31,280
TCTAGTGCGGTAATGTGAGGTCGGACCCGGTGTCTCGCTCTGAATTTTTTCTTTTTTTTTTCTTCTTCTTCAAGCTCTGGTCGGA

e 1 N

TIA1-205 >

TIA1-205

GGCCAATATGGCGAAACCCCATCTCTACTACAAATACAAAAATTAGCCAGGCATGGTGGCAGATGCCTGTAATCCCCGCTACTCA
31,365
CCGGTTATACCGCTTTGGGGTAGAGATGATGTTTATGTTTTTAATCGGTCCGTACCACCGTCTACGGACATTAGGGGCGATGAGT

e, >

TIA1-205 >

TIA1-205

GGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGTTGGCGGAGGTTGCAGTGACCCAAGATCACACCACTGCACTCCATCCTGGGT
31,450
CCTCCGACTCCGTCCTCTTAGCGAACTTGGGTCAACCGCCTCCAACGTCACTGGGTTCTAGTGTGGTGACGTGAGGTAGGACCCA

I, >

TIA1-205 >

TIA1-205

GACAGAGCGAGACTCTATCTGAAAAAATAAATAAAATAAAATTTAAAAATATAAAAAGCACCATTGCATTTTAGGAAAGCTATCA
31,535
CTGTCTCGCTCTGAGATAGACTTTTTTATTTATTTTATTTTAAATTTTTATATTTTTCGTGGTAACGTAAAATCCTTTCGATAGT

e, >

TIA1-205 >

TIA1-205
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TATGTTGTGTATTTCATAGAGCATTTTCACTTAAACATTTGTGAAAAGCACCAAGTTTTCTCTACTGCTAAGAGTTGTTTAACAT
31,620
ATACAACACATAAAGTATCTCGTAAAAGTGAATTTGTAAACACTTTTCGTGGTTCAAAAGAGATGACGATTCTCAACAAATTGTA

e, >

TIA1-205 >

TIA1-205

CAACTAATAGTGACTTCTTTATTGTTTCTAATGTTGTACGGAACAGGATGCTGAAAACGCCATTCAACAGATGGGTGGCCAGTGG
31,705
GTTGATTATCACTGAAGAAATAACAAAGATTACAACATGCCTTGTCCTACGACTTTTGCGGTAAGTTGTCTACCCACCGGTCACC

I, >

TIA1-205 >

., 165 4170
D A E N A I Q Q M G G Q W

TIA1-205

CTTGGTGGAAGACAAATCAGAACTAACTGGGCAACCCGAAAGCCTCCCGCTCCAAAGAGTACATATGAGTGTAGGTGTATTGGAG
31,790
GAACCACCTTCTGTTTAGTCTTGATTGACCCGTTGGGCTTTCGGAGGGCGAGGTTTCTCATGTATACTCACATCCACATAACCTC

e, >

TIA1-205 >

L 180 L L L 185 L L L 190,
A T R K P P A P K S

L

ok
]
el
O
—
Pl
—
=
=
4

Y E

TIA1-205

AAGAAAAGGAAATGTGGAATTTTGGAGAAAAATACGCTAGATTTTAAATGTTAGAGCTGTTCCCGGAGACTTATTGCAGAAATAG
31,875
TTCTTTTCCTTTACACCTTAAAACCTCTTTTTATGCGATCTAAAATTTACAATCTCGACAAGGGCCTCTGAATAACGTCTTTATC

e, >

TIA1-205 >

TIA1-205

ATGAGAAGCAAATCAAGACTACTATTCAAAAATGTACTTAGTTTTCATTTTTGTAATTATAAATAATATTATTTCTAATGTCAAG
31,960
TACTCTTCGTTTAGTTCTGATGATAAGTTTTTACATGAATCAAAAGTAAAAACATTAATATTTATTATAATAAAGATTACAGTTC

e 1 N

TIA1-205 >

TIA1-205

TCTCCTATTAAATAGAAAATACTGGGTAATTTTTTAGACATTCGTGGGGGAGGTTTAATTCTGAACTGAAGTATAATATGTGTAA
32,045
AGAGGATAATTTATCTTTTATGACCCATTAAAAAATCTGTAAGCACCCCCTCCAAATTAAGACTTGACTTCATATTATACACATT

e, >

TIA1-205 >

TIA1-205

TATAAGCATTTTGATCAAGGTTAATGTTACCTTTACAGTAGTGTAGTGAATGCTACTTTTCTCTTTCTGCACATTTTATTTAATG
32,130
ATATTCGTAAAACTAGTTCCAATTACAATGGAAATGTCATCACATCACTTACGATGAAAAGAGAAAGACGTGTAAAATAAATTAC

I, >

TIA1-205 >

TIA1-205
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AATTAAAGACATAAACCTTTTCTCTCACCAGCAAATACCAAACAGCTATCATATGATGAGGTTGTAAATCAGTCTAGTCCAAGCA
32,215
TTAATTTCTGTATTTGGAAAAGAGAGTGGTCGTTTATGGTTTGTCGATAGTATACTACTCCAACATTTAGTCAGATCAGGTTCGT

e, >

TIA1-205 >

L L L 200, L L L 205 L L L 210
S N T K Q L S Y D E \ \ N Q S S P

------------------------- ENSE00003649765 >

TIA1-205

nlk

ACTGTACTGTATACTGTGGAGGTGTTACTTCTGGGCTAACAGGTATGGGAGCCTTCCCTGTGTGGCATTAATTTTTAAAGTGCAA
32,300
TGACATGACATATGACACCTCCACAATGAAGACCCGATTGTCCATACCCTCGGAAGGGACACACCGTAATTAAAAATTTCACGTT

__________________________________________________________________ P

TIA1-205 >

L L L 220 L L L 225
\i Y C G G Vv T S G L T

ENSE00003649765 e L L L L >

TIA1-205

=l
(@]
=

AGCTTAATATTTGTAGGATTTTTATATAACTTAGTGTGATTTGTTTGTTTTGGTTTTTTGTCTAACAGAACAACTAATGCGTCAG
32,385
TCGAATTATAAACATCCTAAAAATATATTGAATCACACTAAACAAACAAAACCAAAAAACAGATTGTCTTGTTGATTACGCAGTC

I, >

TIA1-205 >

. . L 230 .
E Q L M R Q

------------------------------------------------------- ENSE00003493550 >

TIA1-205

ACTTTTTCACCATTTGGACAAATAATGGAAATTCGAGTCTTTCCAGATAAAGGATATTCATTTGTTCGGTAGGGATGGTTTTTTA
32,470
TGAAAAAGTGGTAAACCTGTTTATTACCTTTAAGCTCAGAAAGGTCTATTTCCTATAAGTAAACAAGCCATCCCTACCAAAAAAT

e, >

TIA1-205 >

L L 240, L L L 245 L L L 250 L L L 255
T F S P F G Q 1 M E 1 R \ F P D K G Y S F \ R

TIA1-205

AAAAAACATTTTTCTTGGTAATGTAACTGGAAAACCAGAAAATAAATAAAAATAAAAAACTTTTTCCTCCAAAATATTTTTTGAA
32,555
TTTTTTGTAAAAAGAACCATTACATTGACCTTTTGGTCTTTTATTTATTTTTATTTTTTGAAAAAGGAGGTTTTATAAAAAACTT

e, >

TIA1-205 >

TIA1-205

CATTTACCTCGTTTTCTTAAAAATTTACCTTGGTTATAAAAAAGTTGAAATTTTGGCCGGGTGCGGTGGCTCACGCCTGTATTCC
32,640
GTAAATGGAGCAAAAGAATTTTTAAATGGAACCAATATTTTTTCAACTTTAAAACCGGCCCACGCCACCGAGTGCGGACATAAGG

e 1 N

TIA1-205 >

TIA1-205
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CAGCACTTTGGGAGGCCGAGACGGGTGGATCACCGTCATGAGTTTGAGACCAGCCTGGCCAACATTGTGAAACCCCGTCTCTACT
32,725
GTCGTGAAACCCTCCGGCTCTGCCCACCTAGTGGCAGTACTCAAACTCTGGTCGGACCGGTTGTAACACTTTGGGGCAGAGATGA

e, >

TIA1-205 >

TIA1-205

AAAAATACAAAAATATAAAAATTAGCCGGCATGGCGGTGCATGCCTGTAATCACAGCTACTCGGGAGGCTGAGGCAGGAGAATCA
32,810
TTTTTATGTTTTTATATTTTTAATCGGCCGTACCGCCACGTACGGACATTAGTGTCGATGAGCCCTCCGACTCCGTCCTCTTAGT

I, >

TIA1-205 >

TIA1-205

CTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCCAAGATCACAATCACTGCACTCCAGCATGGGCAACAGAGCCAGACACCATCTC
32,895
GAACTTGGGTCCTCCACCTCCAACGTCACTCGGTTCTAGTGTTAGTGACGTGAGGTCGTACCCGTTGTCTCGGTCTGTGGTAGAG

e, >

TIA1-205 >

TIA1-205

AAAAAAAAAAAATTGAAATTTCTCTAGCATCCAGCGTATTTGCCTCTGTGATTTTATAGCTCCCTCCCTAACACAAGGCCAGTGA
32,980
TTTTTTTTTTTTAACTTTAAAGAGATCGTAGGTCGCATAAACGGAGACACTAAAATATCGAGGGAGGGATTGTGTTCCGGTCACT

e 1 N

TIA1-205 >

TIA1-205

AACACACATTCTTTGTTAACACAAGTTGCCCCAGAACTACAAGATCTTTGAAAAAAATAGCAAAGAAAATATGCCATGTTACGCA
33,065
TTGTGTGTAAGAAACAATTGTGTTCAACGGGGTCTTGATGTTCTAGAAACTTTTTTTATCGTTTCTTTTATACGGTACAATGCGT

e, >

TIA1-205 >

TIA1-205

AACTGTTTTACCTCAGACTCACCTTGATTTTTAAAAATAGGTTTTATTCATAAATATTTAAAAGAATTTGTATTGGTGATTCTTA
33,150
TTGACAAAATGGAGTCTGAGTGGAACTAAAAATTTTTATCCAAAATAAGTATTTATAAATTTTCTTAAACATAACCACTAAGAAT

I, >

TIA1-205 >

TIA1-205

ATATTGTTTTCAATAGGTTCAATTCCCATGAAAGTGCAGCACATGCAATTGTTTCTGTTAATGGTACTACCATTGAAGGTCATGT
33,235
TATAACAAAAGTTATCCAAGTTAAGGGTACTTTCACGTCGTGTACGTTAACAAAGACAATTACCATGATGGTAACTTCCAGTACA

e, >

TIA1-205 >

L. ., 260 ., 265 ., ., 270 ., ., ., 275 . .

F N S H E S A A H A 1 \ S \ N G T T 1 E G H \

------------- ENSE00003604011 >
TIA1-205
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TGTGAAATGCTATTGGGGCAAAGAAACTCTTGATATGATAAATCCCGTGCAACAGGTGAGAGGGTTCTTAACTTTGAGAAGTAAT
33,320
ACACTTTACGATAACCCCGTTTCTTTGAGAACTATACTATTTAGGGCACGTTGTCCACTCTCCCAAGAATTGAAACTCTTCATTA

e, >

TIA1-205 >

L L L 285 L L L 290, L
\ K C Y W G K E T L D M 1 N P \ Q Q

[Ny (oo 0 Jc 110 Lo I - — — — = = = = = = = = = = = = = = = = = = = =« >

TIA1-205

TGTTGGGCTAATAATGTTATTTTAAGGTGAAGATTGTTGATAATCCTTGTTAATAAGTTTCTAGCTAAAATGATAGTATATAAGG
33,405
ACAACCCGATTATTACAATAAAATTCCACTTCTAACAACTATTAGGAACAATTATTCAAAGATCGATTTTACTATCATATATTCC

__________________________________________________________________ P

TIA1-205 >

TIA1-205

GCTCTTCCTACATGTATTATAGTTCCAGAATGGTGTTTCATGGATTGCAGTGGTGACATGATGAATGTGACCGCCTCAATTGACT
33,490
CGAGAAGGATGTACATAATATCAAGGTCTTACCACAAAGTACCTAACGTCACCACTGTACTACTTACACTGGCGGAGTTAACTGA

e, >

TIA1-205 >

TIA1-205

CATGCTCACACAGTGGATTTTAAAATGCTCCGAGAAACCTAAAAGGGTATTACATCTTTTTTTAATACTTGGTAGATTTATTCAC
33,575
GTACGAGTGTGTCACCTAAAATTTTACGAGGCTCTTTGGATTTTCCCATAATGTAGAAAAAAATTATGAACCATCTAAATAAGTG

e, >

TIA1-205 >

TIA1-205

ATACCATTTGGAGAACTCACAAGCATGCTTGACTCAACTGAAACAAAAATAAAGCTGTAAATATAGTTATGGCCTTGGCATTTTT
33,660
TATGGTAAACCTCTTGAGTGTTCGTACGAACTGAGTTGACTTTGTTTTTATTTCGACATTTATATCAATACCGGAACCGTAAAAA

I, >

TIA1-205 >

TIA1-205

CTTCCAGATTTTGCTGCCTTTTTTTTCCAGGCAGCTTTAGTGGTTCAAACTTGATTCCACAAAGATTTCTATGAGGAAACTGTAA
33,745
GAAGGTCTAAAACGACGGAAAAAAAAGGTCCGTCGAAATCACCAAGTTTGAACTAAGGTGTTTCTAAAGATACTCCTTTGACATT

__________________________________________________________________ P

TIA1-205 >

TIA1-205

ATGGAGCACAGAGATGGGAGTAAGCAAATCCTAAACTATATAAGTGTCTTAAGTAAGCTGAATATAGAAATAATTAATCACATCT
33,830
TACCTCGTGTCTCTACCCTCATTCGTTTAGGATTTGATATATTCACAGAATTCATTCGACTTATATCTTTATTAATTAGTGTAGA

e, >

TIA1-205 >

TIA1-205
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TCCCTATCTAAAGGAAACAATCATGTAGATAGTATACCAAACACTTAAACATTCTACTAAGTTTAACATTTATTACTAGGGTATC
33,915
AGGGATAGATTTCCTTTGTTAGTACATCTATCATATGGTTTGTGAATTTGTAAGATGATTCAAATTGTAAATAATGATCCCATAG

e, >

TIA1-205 >

TIA1-205

AACTGATGCCTTCCAAAAACTATGCCATTCAGAGTATCACGTAGAGTTACAGCAGTATAACCTCACTTGTTTTGTTGTTGTTTTT
34,000
TTGACTACGGAAGGTTTTTGATACGGTAAGTCTCATAGTGCATCTCAATGTCGTCATATTGGAGTGAACAAAACAACAACAAAAA

I, >

TIA1-205 >

TIA1-205

TGTTTTTTTTTTTTTTTTTTTTTTTTTTAGCAGTCAACTCTTGTTTATCCTGTCATTTTAATTGTAATGATGGCCCTGTGTGTTT
34,085
ACAAAAAAAAAAAAAAAAAAAAAAAAAATCGTCAGTTGAGAACAAATAGGACAGTAAAATTAACATTACTACCGGGACACACAAA

e, >

TIA1-205 >

TIA1-205

TGGCTAAGAATTTGTGGTATCAGCATATTAGGATTGTATATATATAGTTAACTTCAAGTAATACTAAATTTTATTTAATAGCAGA
34,170
ACCGATTCTTAAACACCATAGTCGTATAATCCTAACATATATATATCAATTGAAGTTCATTATGATTTAAAATAAATTATCGTCT

e 1 N

TIA1-205 >

TIA1-205

ATCAAATTGGATATCCCCAACCTTATGGCCAGTGGGGCCAGTGGTATGGAAATGCACAACAAATTGGCCAGTATATGCCTAATGG
34,255
TAGTTTAACCTATAGGGGTTGGAATACCGGTCACCCCGGTCACCATACCTTTACGTGTTGTTTAACCGGTCATATACGGATTACC

I, >

TIA1-205 >

L 300 L L . 305 L L 310 L L L 315 L L L 320 L L L 325

N Q 1 G Y P Q P Y G Q W G Q W Y G N A Q Q 1 G Q Y M P N G
ENSE00003663994 >

TIA1-205

TTGGCAAGTTCCTGCATATGGAATGTATGGCCAGGCATGGAACCAGCAAGGATTTAAGTAAGCATATCTTATGTCTTCCTTTACT
34,340
AACCGTTCAAGGACGTATACCTTACATACCGGTCCGTACCTTGGTCGTTCCTAAATTCATTCGTATAGAATACAGAAGGAAATGA

e, >

TIA1-205 >

, , L 335 , , L340 , ,
w G M Y G Q A W N Q Q G F N

ENSE00003663994 BRI IR R R N >

TIA1-205

rels
<
o
>
=<

AACCTTTGAAAATGTCTAAAGAAATTTTAAGTAGGAAGAAATTTTAAGAATTAGTGGGTAATAGGGCCTCTTATGTAAAGCGTAA
34,425
TTGGAAACTTTTACAGATTTCTTTAAAATTCATCCTTCTTTAAAATTCTTAATCACCCATTATCCCGGAGAATACATTTCGCATT

__________________________________________________________________ P

TIA1-205 >

TIA1-205
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CTATAGCCTTGAAAGAACTTAAAATTGTTTTTTAGTAAGAAAATAAGAGCTTAATAGTTGTTAAGCTTTTCACATGACTAATGGT
34,510
GATATCGGAACTTTCTTGAATTTTAACAAAAAATCATTCTTTTATTCTCGAATTATCAACAATTCGAAAAGTGTACTGATTACCA

e, >

TIA1-205 >

TIA1-205

CACTTAGCCATTCTTATATACACTGAGTTTGATGCTAGTTGTTGTATTCATTATGCTTTTTTCTGTACAAAGGGTTTTTTCAATA
34,595
GTGAATCGGTAAGAATATATGTGACTCAAACTACGATCAACAACATAAGTAATACGAAAAAAGACATGTTTCCCAAAAAAGTTAT

I, >

TIA1-205 >

TIA1-205

TGCCTTGTTACATTGCAAGCTTCCTTATACACCCTGAATTACACTATTTTACTTACATTTCTGAAAAACACACTGGAAATAAAAA
34,680
ACGGAACAATGTAACGTTCGAAGGAATATGTGGGACTTAATGTGATAAAATGAATGTAAAGACTTTTTGTGTGACCTTTATTTTT

e, >

TIA1-205 >

TIA1-205

TACTTGAGAGGTTAAAAAGGAATTTAGTGGGCTGGGCGTGGTAGTTCCTGCCTGTAATCCCAGCATTTTGGGAGGCTGAAGTGGG
34,765
ATGAACTCTCCAATTTTTCCTTAAATCACCCGACCCGCACCATCAAGGACGGACATTAGGGTCGTAAAACCCTCCGACTTCACCC

e 1 N

TIA1-205 >

TIA1-205

TGGATCACTTGAGGCCAGGAGTTTGCGACCAGCCTGGCCAACATGGCGAAACCCCACCTCTGCTAAAAATACAAAAATTAGCCAG
34,850
ACCTAGTGAACTCCGGTCCTCAAACGCTGGTCGGACCGGTTGTACCGCTTTGGGGTGGAGACGATTTTTATGTTTTTAATCGGTC

e, >

TIA1-205 >

TIA1-205

GTGTAGTGGTGCACACCAGTAGTTCCAGCTATTTGGGAGGCCGAGGCAGGAGAATCACTTGAACCTGGGAGGCGGAGGTTGCAGT
34,935
CACATCACCACGTGTGGTCATCAAGGTCGATAAACCCTCCGGCTCCGTCCTCTTAGTGAACTTGGACCCTCCGCCTCCAACGTCA

I, >

TIA1-205 >

TIA1-205

GAGCTGAGACTACACCACTGCACTCCAGCCTGGGCAGCAGAGCAAGACTCTGTCTCAAAAAAAAAAAAGGATTTTGTGGTTGGGC
35,020
CTCGACTCTGATGTGGTGACGTGAGGTCGGACCCGTCGTCTCGTTCTGAGACAGAGTTTTTTTTTTTTCCTAAAACACCAACCCG

e, >

TIA1-205 >

TIA1-205
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ATGGTGGCTCATGCCTATAATCCTAGCACTTTGGAAGGCCAAGGCAGGCGGATCACTTGAGTCCAGGAGTTTAAGATCAGCCTGG
35,105
TACCACCGAGTACGGATATTAGGATCGTGAAACCTTCCGGTTCCGTCCGCCTAGTGAACTCAGGTCCTCAAATTCTAGTCGGACC

e, >

TIA1-205 >

TIA1-205

GCAACATGGCGAAATCTCATCTCTACAAAAGGTACAAAAAAAATTAGCCAGGCATGGTGGTTGCGTGCCTATAATCCCAGATGTT
35,190
CGTTGTACCGCTTTAGAGTAGAGATGTTTTCCATGTTTTTTTTAATCGGTCCGTACCACCAACGCACGGATATTAGGGTCTACAA

I, >

TIA1-205 >

TIA1-205

CGGGAGACTGAGGTAGGAGAATCGCTTGAGCCTGGGGAGACGTAGGTTGCAGTGAGCTGAGATCATACCACTGTACTCCAGCCTG
35,275
GCCCTCTGACTCCATCCTCTTAGCGAACTCGGACCCCTCTGCATCCAACGTCACTCGACTCTAGTATGGTGACATGAGGTCGGAC

e, >

TIA1-205 >

TIA1-205

GGTGACACAATGAAAACCTGTCTTAAAAAAAAAAAAAAAAGAAAAGAAAAGAAAATCTTGTAATGTTATGAATTTTTATGAGCTT
35,360
CCACTGTGTTACTTTTGGACAGAATTTTTTTTTTTTTTTTCTTTTCTTTTCTTTTAGAACATTACAATACTTAAAAATACTCGAA

e 1 N

TIA1-205 >

TIA1-205

PCR Forward

|TCTTTCAG

TCATATGCTAATAATTGTTTTGATTTCTTCTTTGAGTAGTATAATGTTCCTTTTTCGTTGTAGGGAACCTACCTGACTCTTTCAG
35,445
AGTATACGATTATTAACAAAACTAAAGAAGAAACTCATCATATTACAAGGAAAAAGCAACATCCCTTGGATGGACTGAGAAAGTC

TIA1-205 >

TIA1-205

PCR Forward
GTAGTGGTTTCCTCAGC

GTAGTGGTTTCCTCAGCAAATATGTTCAACCAAGGCATAGAGATGAGATGGATAGCTTTCTTTTCCAAGAATGGGGTTAGGTTTT

35,530
CATCACCAAAGGAGTCGTTTATACAAGTTGGTTCCGTATCTCTACTCTACCTATCGAAAGAAAAGGTTCTTACCCCAATCCAAAA

TIA1-205 >

TIA1-205
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TCTATATTCAAAGGAGATGAATGTTGATAAGTTCAGGGTATTTTCTTAGCTTTAATTTCTAACAAAATTAAACTGTCCAAATTAA
35,615
AGATATAAGTTTCCTCTACTTACAACTATTCAAGTCCCATAAAAGAATCGAAATTAAAGATTGTTTTAATTTGACAGGTTTAATT

e, >

TIA1-205 >

TIA1-205

ACATACAGGGATGCTTGTTTTTAAGAGAAAAAAACTTTAGTAAAAGATTTCATTTTCCCTAGCATAAATTATTCTATTTGGGATT

IIIIIIIIIIIIIIIIIIIIIIIII””“”'I””“”'I'*%WF 35,700

TGTATGTCCCTACGAACAAAAATTCTCTTTTTTTGAAATCATTTTCTAAAGTAAAAGGGATCGTATTTAATAAGATAAACCCTAA

. >

TIA1-205 >

TIA1-205

Sanger Sequence
|[AATCAGTGGATTTCCTCT

AAGAAAAAGTATGTTTCCCATTTCCCATATTTGTTCTTGTTGTTTGTTCTTGCCAATACTTTATTTTAATCAGTGGATTTCCTCT

35,785
TTCTTTTTCATACAAAGGGTAAAGGGTATAAACAAGAACAACAAACAAGAACGGTTATGAAATAAAATTAGTCACCTAAAGGAGA
TIA1-205 >
TIA1-205
Sanger Sequence
gRNA Protospacer
cC ITATGGAGTGCAACCGCCT
CCCCTCTGCTTCTTTCACATTCTCCACCAGTCAGACACAGTCTTCTGCACCATGGATGGGACCAAATTATGGAGTGCAACCGCCT
35,870
GGGGAGACGAAGAAAGTGTAAGAGGTGGTCAGTCTGTGTCAGAAGACGTGGTACCTACCCTGGTTTAATACCTCACGTTGGCGGA
TIA1-205 >
L L L L, 350 1 1 L, 355 1 1 L 360 1 1
T Q S S A P W M G P N Y G Vv Q P P
------------------------- ENSE00001698276 >
TIA1-205
Protospacer Sequence
SNV

GGTACCTACCCTGGTTTAATACCTCACGTTG}_\JCGGA
Donor Template WT -> SNV =
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gRNA Protospacer

N

CAAGGGCAAAATGGCAGCATGTTGCCCAATCAGCCTTCTGGGTATCGAGTGGCAGGGTATGAAACCCAGTGAATAAGGACTCCAG
35,955
GTTCCCGTTTTACCGTCGTACAACGGGTTAGTCGGAAGACCCATAGCTCACCGTCCCATACTTTGGGTCACTTATTCCTGAGGTC

>

TIA1-205 >

L 375 L L 380 L
Q P S G Y R \ A G
ENSE00001698276

TIA1-205

O
1]
O
=z
ok
%]
<
-
o}
=z
<
m
-
O
a-

[ PAM
Protospacer Sequence

GTTCCCGTTTTACCGTCGTACAACGGGTTAGTCGGAAGACCCATAGCTCACCGTCCCATACTTT'
Donor Template WT -> SNV

AATCTAAAGCCAGTGGCTTGAGGCTACAGGGAGTGTAGTAAAGCCGTTGTTTACTTAAAGATTTATCAAATCAGTCAGTGCAAAT
36,040
TTAGATTTCGGTCACCGAACTCCGATGTCCCTCACATCATTTCGGCAACAAATGAATTTCTAAATAGTTTAGTCAGTCACGTTTA

e, >

TIA1-205 >

GTCAGATACAATGTATTTATTTAAAAGATTCATTTTTAATCATGAAATTACTTATCATCCACATTGTTTTAAAAAGAAACAAGAT
36,125
CAGTCTATGTTACATAAATAAATTTTCTAAGTAAAAATTAGTACTTTAATGAATAGTAGGTGTAACAAAATTTTTCTTTGTTCTA

e 1 N

TIA1-205 >

GCTGGATGTCTGCCAATTTTTGCCTTCATTACCTTTTTTGATAAAGTTTCTCAGATCCTTGTTTCAAACACAAATGCAGGGATTG
36,210
CGACCTACAGACGGTTAAAAACGGAAGTAATGGAAAAAACTATTTCAAAGAGTCTAGGAACAAAGTTTGTGTTTACGTCCCTAAC

e, >

TIA1-205 >

CTGCCACTTTTTAACTATTAAGAGGCAGAAAATTGCACAATATTGAACTTTTTTCCACTGAAGTAGTGTGCAGTTCTAGTTTGCA
36,295
GACGGTGAAAAATTGATAATTCTCCGTCTTTTAACGTGTTATAACTTGAAAAAAGGTGACTTCATCACACGTCAAGATCAAACGT

I, >

TIA1-205 >

TTCCTGATATGATTTAAAACATGTAATATAAAGATGTTAAAAAAAAAAACCAAAACTGTGCAGAGTCTAGAAGTTGTTTGTCATC
36,380
AAGGACTATACTAAATTTTGTACATTATATTTCTACAATTTTTTTTTTTGGTTTTGACACGTCTCAGATCTTCAACAAACAGTAG

>

TIA1-205 >

TTCAGCTTGTGCACAATTCTGTTTTAGGTTAAAAAAAGGCATTGTTTGAGCTGTCCCATCTCCACTGTTATCCCTTTGGGGTTTT
36,465
AAGTCGAACACGTGTTAAGACAAAATCCAATTTTTTTCCGTAACAAACTCGACAGGGTAGAGGTGACAATAGGGAAACCCCAAAA

>

TIA1-205 >

CCGTAACAAACTCGACAGGGTAGAG]
PCR Reverse
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TTAATATAAATTATTAGTTTACATCATTTTTGTATCTACATCTTTTTTCACAAATTTGTCTTGCCTTATTAAAGTTCTGTAAAAT
36,550
AATTATATTTAATAATCAAATGTAGTAAAAACATAGATGTAGAAAAAAGTGTTTAAACAGAACGGAATAATTTCAAGACATTTTA

e, >

TIA1-205 >

ATACTTAAATGGAAAAAATGATGTTCATTTAGATTGAAAACTTTTCTCAGATGGATTGATAATTGCATTCATCTTGTGTTTTATA
36,635
TATGAATTTACCTTTTTTACTACAAGTAAATCTAACTTTTGAAAAGAGTCTACCTAACTATTAACGTAAGTAGAACACAAAATAT

I, >

TIA1-205 >

TGAGAAGGTGCCTCAAGAATTTCCTGTTGGATTTGTTTAAAAGGATTTTTATCTTTCGTGATAAACTTTGCTGTGTACCAGGAAC
36,720
ACTCTTCCACGGAGTTCTTAAAGGACAACCTAAACAAATTTTCCTAAAAATAGAAAGCACTATTTGAAACGACACATGGTCCTTG

e, >

TIA1-205 >

TATAAAAACAAAAACTTGTTACTAAAGAAAATATCTGAAATGTGATAAGTTCTTATGCCATGTTAATTTCATGTGTCAACTTCAA
36,805
ATATTTTTGTTTTTGAACAATGATTTCTTTTATAGACTTTACACTATTCAAGAATACGGTACAATTAAAGTACACAGTTGAAGTT

e 1 N

TIA1-205 >

CATTTACATGTATTATTTCATTATGTAAAATGTTTTAGCAATTTAATATTTTGCACAGTTAGCAAACTTTGTATGTCATTTCCTT
36,890
GTAAATGTACATAATAAAGTAATACATTTTACAAAATCGTTAAATTATAAAACGTGTCAATCGTTTGAAACATACAGTAAAGGAA

e, >

TIA1-205 >

CAAGGCATCATGCAGAGTTGACATGAGATTTATAAGGTTTTAAGTTGTTTGCATGTGAAAATCAAATACATACTTTGGTAGTCTT
36,975
GTTCCGTAGTACGTCTCAACTGTACTCTAAATATTCCAAAATTCAACAAACGTACACTTTTAGTTTATGTATGAAACCATCAGAA

I, >

TIA1-205 >

TGAATACAAAGTCATCTGCTCTTGTTTTTCAAGAATTTTGAGACACAAAGTTGTATGTAAAGGAATATATTAATTTGCCGTTTTC
37,060
ACTTATGTTTCAGTAGACGAGAACAAAAAGTTCTTAAAACTCTGTGTTTCAACATACATTTCCTTATATAATTAAACGGCAAAAG

e, >

TIA1-205 >

TAGGTAGATTTGCTCAAAAAGAGTGAATCAACTTAATATGTACAAATGATAGCTGTGAAACTGTAGAATATCTTTGTGTCAGGCT
37,145
ATCCATCTAAACGAGTTTTTCTCACTTAGTTGAATTATACATGTTTACTATCGACACTTTGACATCTTATAGAAACACAGTCCGA

e 1 N

TIA1-205 >

TGGAGTTCATTGTGACCTCCAAATTTTGCCTGAAGGACCAGCTGGGCAAAGCATCTTTTAAATGTTCAGAGGCCAAAAGATAAAC
37,230
ACCTCAAGTAACACTGGAGGTTTAAAACGGACTTCCTGGTCGACCCGTTTCGTAGAAAATTTACAAGTCTCCGGTTTTCTATTTG

e, >

TIA1-205 >
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AAAAAAAAAACCTTAAAATCCTACCTCTTTAAACAGCCTTCAGATAAGAGAATCCTCAGTGCAATCATTATTTTGATTCGTTTGG
37,315
TTTTTTTTTTGGAATTTTAGGATGGAGAAATTTGTCGGAAGTCTATTCTCTTAGGAGTCACGTTAGTAATAAAACTAAGCAAACC

e, >

TIA1-205 >

TACCTGTTTTCCTGGAGTTCCCGATTTTATTATTTTGGGGTGGCTCCAAGCATTAAGAGGTTTAATCTTTGATGGCATTGTTCTA
37,400
ATGGACAAAAGGACCTCAAGGGCTAAAATAATAAAACCCCACCGAGGTTCGTAATTCTCCAAATTAGAAACTACCGTAACAAGAT

I, >

TIA1-205 >

GTTTTGAAATTTCTAGTATATTTCAGAGTCTCTTAGAAGACTTGTGTGGGAAGTTTCACTTTGTTTTCAGTGAAGATCACAAACC
37,485
CAAAACTTTAAAGATCATATAAAGTCTCAGAGAATCTTCTGAACACACCCTTCAAAGTGAAACAAAAGTCACTTCTAGTGTTTGG

e, >

TIA1-205 >

TCCTTCTTCCTTTACTCAAGAGGAAAGGTCCCAGTATACATATTTGAATGGTTGATGGTTTTCAAGACCTTCAGGGAGCTCCCTG
37,570
AGGAAGAAGGAAATGAGTTCTCCTTTCCAGGGTCATATGTATAAACTTACCAACTACCAAAAGTTCTGGAAGTCCCTCGAGGGAC

e 1 N

TIA1-205 >

CATTTTACCTAGAAACAGAAAAGGCCCGCAAAATCTTAAGTTTCCTGGCCTGCATTTCCCGGGTAGGGGCAAATGACTCCAAGCT
37,655
GTAAAATGGATCTTTGTCTTTTCCGGGCGTTTTAGAATTCAAAGGACCGGACGTAAAGGGCCCATCCCCGTTTACTGAGGTTCGA

e, >

TIA1-205 >

GGTCTCTAAGCCAATACCCTTATAAACCAGAGCCCAGGAAAGACAGCTCGAGTGTATAATTCTCTGGAGCTCAATTCTATGCAGT
37,740
CCAGAGATTCGGTTATGGGAATATTTGGTCTCGGGTCCTTTCTGTCGAGCTCACATATTAAGAGACCTCGAGTTAAGATACGTCA

I, >

TIA1-205 >

TGTGCTGATATTTCATTAAGTCACTGTGTATTTTTAAGTGTTGATACATTAAAAGTCGCTTTATGGAAGATGAGTAAATTTTTTA
37,825
ACACGACTATAAAGTAATTCAGTGACACATAAAAATTCACAACTATGTAATTTTCAGCGAAATACCTTCTACTCATTTAAAAAAT

e, >

TIA1-205 >

AATACTTGGAAATTTTATTTCCTTGTTAACTTCTACAGATCAGGGCATGCAACCAAAAGCAGCTTAAATGAAATATTTTAAAATA
37,910
TTATGAACCTTTAAAATAAAGGAACAATTGAAGATGTCTAGTCCCGTACGTTGGTTTTCGTCGAATTTACTTTATAAAATTTTAT

e 1 N

TIA1-205 >

AAATATCAGGAAGCTATTTTTAGATTTCTTCTGGCTTATGTTTCTACTTTAGGACCCTCATTGTTCTCTTATTAAAAAAAATTAT
37,995
TTTATAGTCCTTCGATAAAAATCTAAAGAAGACCGAATACAAAGATGAAATCCTGGGAGTAACAAGAGAATAATTTTTTTTAATA

e, >

TIA1-205 >
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TTCCTGTGCATCTCATGGACTGCAGGGTAAATTATTTGGGCATAAATAATTTAAATAGTTTTCTTTCATTTTGACTATCTCCAGT
38,080
AAGGACACGTAGAGTACCTGACGTCCCATTTAATAAACCCGTATTTATTAAATTTATCAAAAGAAAGTAAAACTGATAGAGGTCA

e, >

TIA1-205 >

AATAACAGTTTTTATTATCCAGCATATTGGCTTATTGCACAAATCTTAAAATGTACATTGACTACTTTCTGAGAAGAAAGTGGTA
38,165
TTATTGTCAAAAATAATAGGTCGTATAACCGAATAACGTGTTTAGAATTTTACATGTAACTGATGAAAGACTCTTCTTTCACCAT

I, >

TIA1-205 >

TCAGTACTCATGATGAAAAGGTTACTACTGAACAAATTCACATTTCAGGAACACCTCTATCTTTGGTTTAAATCTTACTCTTAGT
38,250
AGTCATGAGTACTACTTTTCCAATGATGACTTGTTTAAGTGTAAAGTCCTTGTGGAGATAGAAACCAAATTTAGAATGAGAATCA

e, >

TIA1-205 >

TTTTCCGTCTAAAAATCATACTGGTATTAGTATCAGGTAAGGAAATTAAAGTTTTTAAAATGGTTTCATTCTCTGCAATATGCAA
38,335
AAAAGGCAGATTTTTAGTATGACCATAATCATAGTCCATTCCTTTAATTTCAAAAATTTTACCAAAGTAAGAGACGTTATACGTT

e 1 N

TIA1-205 >

AATTTAGATTTTACTTTCTGGTACTGTAAAGAACCTGAAGTGATTTACACTTAATGGGTGATTAATCCAGTATTCTTTACCCTGA
38,420
TTAAATCTAAAATGAAAGACCATGACATTTCTTGGACTTCACTAAATGTGAATTACCCACTAATTAGGTCATAAGAAATGGGACT

e, >

TIA1-205 >

ATGTTTGGATATTAAAGTTCCTTTATGTTTTCTATAACCTGTGGGATCTTCTTGCAGTGATTATTGTGTGTGAGATTTTTTTTCT
38,505
TACAAACCTATAATTTCAAGGAAATACAAAAGATATTGGACACCCTAGAAGAACGTCACTAATAACACACACTCTAAAAAAAAGA

I, >

TIA1-205 >

TTTTGGTCTATCCATATTGTTATATTCACTCAGGTATTTTTTTTTTAATCTTATTCCAGAATCAGTGGTTTATATTGGGTTACTG
38,590
AAAACCAGATAGGTATAACAATATAAGTGAGTCCATAAAAAAAAAATTAGAATAAGGTCTTAGTCACCAAATATAACCCAATGAC

e, >

TIA1-205 >

TTTAACACCAAATGGAATTGGCATTCTGCAGATTTAATTAATTATGAAACCAGGGTCTCATTTTCCTTGCTGATACTTGTTGAAA
38,675
AAATTGTGGTTTACCTTAACCGTAAGACGTCTAAATTAATTAATACTTTGGTCCCAGAGTAAAAGGAACGACTATGAACAACTTT

e 1 N

TIA1-205 >

ATGAGATTCACATTCTAGTCTTTATTTTCCTCCTGTTTTGTCCCTGTGCTTGTACATCTTCCTTTTATTTGTGTGTTATAGTTCT
38,760
TACTCTAAGTGTAAGATCAGAAATAAAAGGAGGACAAAACAGGGACACGAACATGTAGAAGGAAAATAAACACACAATATCAAGA

e, >

TIA1-205 >

Drinted from SnanGene®:* Mav 15 2023 1216 PM Paage 66



INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

ATTCCATTTGAGAAGGCAGTTGGTAAGAACTAGATTGCATGTACAAAGACAGGTTTACTAAGTGCTGTACAGTGGTCCTGAGGTT
38,845
TAAGGTAAACTCTTCCGTCAACCATTCTTGATCTAACGTACATGTTTCTGTCCAAATGATTCACGACATGTCACCAGGACTCCAA

e, >

TIA1-205 >

ACAGTTGAATTAGAAAAACGAAATGTACTTACAGGAAATAAGAAAGCAAACCTTTCAAATGAGAGTGATGATTTCTTTAAAAAAA
38,930
TGTCAACTTAATCTTTTTGCTTTACATGAATGTCCTTTATTCTTTCGTTTGGAAAGTTTACTCTCACTACTAAAGAAATTTTTTT

I, >

TIA1-205 >

ATCAGTTTTTTTCTCTCAAATAATGTTCTTTATTTCACGAAATCGTCAATCTTAAGCATGAGCAGGGATAAACAACTCCTAGAAG
39,015
TAGTCAAAAAAAGAGAGTTTATTACAAGAAATAAAGTGCTTTAGCAGTTAGAATTCGTACTCGTCCCTATTTGTTGAGGATCTTC

e, >

TIA1-205 >

GAACTCAATTCATTCTTCCTGGATTTTCTCTGTTGTTAAATCACAAAAATGATAGTCCCCAATCGTTTCTTTATAGGAGGTTATT
39,100
CTTGAGTTAAGTAAGAAGGACCTAAAAGAGACAACAATTTAGTGTTTTTACTATCAGGGGTTAGCAAAGAAATATCCTCCAATAA

e 1 N

TIA1-205 >

ACATTTCATTACAGTCACTGCATTTTGACTGTTGTGTTTAGAATTTGAATGTACATCCAAAATGATGAGTTTCAATTTAAGAGCC
39,185
TGTAAAGTAATGTCAGTGACGTAAAACTGACAACACAAATCTTAAACTTACATGTAGGTTTTACTACTCAAAGTTAAATTCTCGG

e, >

TIA1-205 >
TTAATAAAATGTGTGAGTGTGTCTCAATTGAA 3
39,217
AATTATTTTACACACTCACACAGAGTTAACTT 5
TIA1-205 >
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Feature Location Size [ ] = Type
v TIA1 1 .. 39,217 39,217 bp [} -+ gene

/note = gene ENSG00000116001

Protein coding
TIA1-203 1 .. 39,217 39,217 bp m] = prim_transcript
/note = primary transcript ENST00000415783
TIA1-210 3 .. 31,813 31,811 bp [} = prim_transcript
/note = primary transcript ENST00000474809

Nonsense mediated decay
TIA1-219 21 .. 19,763 19,743 bp o —+ prim_transcript
/note = primary transcript ENST00000496452

Retained intron

v TIA1-205 33 .. 39,217 39,185 bp [} -+ prim_transcript

/note = primary transcript ENST00000433529
TIA1-213 39 .. 19,471 19,433 bp [} —+ prim_transcript
/note = primary transcript ENST00000481650

Retained intron
C2orf42 46 .. 98,776 98,731 bp [} - gene
/note = gene ENSG00000115998

Protein coding
C2o0rf42-212 46 .. 67,031 66,986 bp ] == prim_transcript
/note = primary transcript ENST00000470096

protein_coding_CDS_not_defined
TIA1-211 50 .. 24,237 24,188 bp [} -+ prim_transcript
/note = primary transcript ENST00000477044

protein_coding_CDS_not_defined
TIA1-206 51 .. 36,344 36,294 bp (] —* prim_transcript
/note = primary transcript ENST00000445587
TIA1-201 81 .. 38,457 38,377 bp [} —+ prim_transcript
/note = primary transcript ENST00000282574
TIA1-204 207 .. 31,989 31,783 bp [} —+ prim_transcript
/note = primary transcript ENST00000416149

TIA1-201 231 .. 35942  35712bp B -+ cDS

F 13 segments = 1158 bp

/note = coding sequence ENSP00000282574

MEDEMPKTL, YVGNLSRDVTEALILQLFSQIGPCKNCKMIMD, TAGNDPYCFVEFHEHRHAAAALAAMNGRKIMGK, EVKVNWATTPSSQKKDT
S,,SSTVVSTQRSQ,DHFHVFVGDLSPEITTEDIKAAFAPFGRIS, DARVVKDMATGKSKGYGFVSFFNKW, DAENAIQ QMGGQWLGGRQIRTNW
ATRKPPAPKSTYE, SNTKQLSYDEVVNQSSPSNCTVYCGGVTSGLT,EQLMRQTFSPFGQIMEIRVFPDKGYSFVR, FNSHESAAHAIVSVNGTT
IEGHVVKCYWGKETLDMINPVQQ,NQIGYPQPYGQWGQWYGNAQQIGQYMPNGWQVPAYGMYGQAWNQQGFN,QTQSSAPWMGPNYGV

0PP QAR GSMLPNQP SARVAGYETQ*

TIA1-203 231 .. 35,942 35,712 bp ] —+ CDs

/translation

F 12 segments = 1128 bp

/note = coding sequence ENSP00000404023

/translation = MEDEMPKTL,YVGNLSRDVTEALILQLFSQIGPCKNCKMIMD, TAGNDPYCFVEFHEHRHAAAALAAMNGRKIMGK, EVKVNWATTPSSQKKDT
S,,NHFHVFVGDLSPEITTEDIKAAFAPFGRIS, DARVVKDMATGKSKGYGFVSFFNKW, DAENAIQQMGGQWLGGRQIRTNWATRKPPAPKSTY
E,SNTKQLSYDEVVNQSSPSNCTVYCGGVTSGLT,,EQLMRQTFSPFGQIMEIRVFPDKGYSFVR,FNSHESAAHAIVSVNGTTIEGHVVKCYWG
KETLDMINPVQQ,QNQIGYPQPYGQWGQWYGNAQQIGQYMPNGWQVPAYGMYGQAWNQQGFN,QTQSSAPWMGPNYGVQPPQGQNGS
BB NRMPGERMASYATR kDa

v TIA1-205 231 .. 35,942 35,712 bp ] —+ CDs

F 13 segments = 1161 bp

coding sequence ENSP00000401371

MEDEMPKTL,YVGNLSRDVTEALILQLFSQIGPCKNCKMIMD, TAGNDPYCFVEFHEHRHAAAALAAMNGRKIMGK,EVKVNWATTPSSQKKDT
S,,SSTVVSTQRSQ, DHFHVFVGDLSPEITTEDIKAAFAPFGRIS, DARVVKDMATGKSKGYGFVSFFNKW, DAENAIQQMGGQWLGGRQIRTNW
ATRKPPAPKSTYE,SNTKQLSYDEVVNQSSPSNCTVYCGGVTSGLT, EQLMRQTFSPFGQIMEIRVFPDKGYSFVR,FNSHESAAHAIVSVNGTT
IEGHVVKCYWGKETLDMINPVQQ,QNQIGYPQPYGQWGQWYGNAQQIGQYMPNGWQVPAYGMYGQAWNQQGFN,QTQSSAPWMGPNYG

YOPBRRE NGEM P HRRSORVAGYETQ*

/note

/translation
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Feature

TIA1-206

F 10 segments

/note

/translation

TIA1-204

F 8 segments

/note

/translation

TIA1-202

/note
TIA1-202

F 5 segments

/note

/translation

TIA1-207

/note
TIA1-218

/note

TIA1-212

/note

TIA1-209

/note

TIA1-214

/note

TIA1-215

/note

TIA1-208

/note

TIA1-220

/note

TIA1-207
F 3 segments

/note

/translation

TIA1-217

/note

TIA1-216

/note
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a
]

=

—

Size

35,712 bp

Location

. 35,942

Type

231 CDs

858 bp

coding sequence ENSP00000399567

MEDEMPKTL,YVGNLSRDVTEALILQLFSQIGPCKNCKMIMD, TAGNDPYCFVEFHEHRHAAAALAAMNGRKIMGK, EVKVNWATTPSSQKKDT
S,,NHFHVFVGDLSPEITTEDIKAAFAPFGRIS, DARVVKDMATGKSKGYGFVSFFNKW, DAENAIQQMGGQWLGGRQIRTNWATRKPPAPKSTY
E,.SNTKQLSYDEVVNQSSPSNCTVYCGGVTSGLT,EQLMRQTFSPFGQIMEIRVFPDKGYSFVR, QTQSSAPWMGPNYGVQPPQGQNGSMLPN
QPSS GMRGACIRETQ *31.6 kDa

231 .. 31,837 31,607 bp =] CDSs

645 bp

coding sequence ENSP00000413751

MEDEMPKTL,YVGNLSRDVTEALILQLFSQIGPCKNCKMIMD, TAGNDPYCFVEFHEHRHAAAALAAMNGRKIMGK,EVKVNWATTPSSQKKDT
S, SSTVVSTQRSQ,DHFHVFVGDLSPEITTEDIKAAFAPFGRIS, DARVVKDMATGKSKGYGFVSFFNKW,DAENAIQQMGGQWLGGRQIRTNW
ATRKRPAL KSTHY EC RQGLE RPIKEMWNFGEKY ARF*

12,486 .. 24,235 11,750 bp [} =" prim_transcript
primary transcript ENST00000361692
12,486 .. 24,149 11,664 bp =] =" CDS

457 bp

coding sequence ENSP00000354838

IRR*PFQRCDRSSNSATL*PDWTL*KLQNDYG,YSWK*SLLFCGVS*ASSCSCSISCYEWTEDNG*, GSQSELGNNP*QSKERYKQ ,SFPCLCW*
SQPRNYN*RYKSCFCTIWKNI,RCPSGKRHGNRKV*GIWLCLLFQQMGELSEKCMDNA *RV

152 codons (11 internal stop codons)

19,343 .. 34,309 14,967 bp [} - prim_transcript
primary transcript ENST00000454815

20,822 .. 32,427 11,606 bp ] = prim_transcript
primary transcript ENST00000496096
Retained intron

20,838 .. 32,508 11,671 bp [} -+ prim_transcript
primary transcript ENST00000477415
Retained intron

23,595 .. 31,839 8245 bp (] —+ prim_transcript
primary transcript ENST00000474699
Retained intron

24,069 .. 33,536 9468 bp [} —+ prim_transcript
primary transcript ENST00000482876
protein_coding_CDS_not_defined

31,501 .. 32,236 736 bp [} -+ prim_transcript
primary transcript ENST00000484065
Retained intron

31,817 .. 34,297 2481 bp m} = prim_transcript
primary transcript ENST00000468787
protein_coding_CDS_not_defined

31,833 .. 32,542 710 bp =] —+ prim_transcript
primary transcript ENST00000497672
Retained intron

32,377 .. 34,309 1933 bp =] —+ CDS

344 bp

coding sequence ENSP00000402263

MRQTFSPFGQIMEIRVFPDKGYSFVR,FNSHESAAHAIVSVNGTTIEGHVVKCYWGKETLDMINPVQQ,,QNQIGYPQPYGQWGQWYGNAQQI
GQYMPNGWQVPAYGMYGQAWNQQG

114 amino acids 13.1 kDa

33,001 .. 35,912 2912 bp =] —* prim_transcript
primary transcript ENST00000495774
Retained intron

33,339 .. 35,985 2647 bp [} —+ prim_transcript

primary transcript ENST00000486392
Retained intron

Paage 690



INK23J00008_TIA1_P351L_CO03_AB.dna (Linear/ 39,217 bp)

Feature

v Donor Template WT -> SNV

v Protospacer Sequence
v SNV
/note = WT =C
SNV =T
v PAM

Location
35,835 .. 35,934
35,853 .. 35,872
35,866 .. 35,866
35,873 .. 35,875

Size
100 bp
20 bp
1 bp

3 bp

om0 @O

ITI 4

Type

misc_feature
misc_feature
misc_feature

misc_feature
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Primer Length [=] Binding Sites - Tm Date Added
v PCR Forward 25-mer 35,438 .. 35,462 s 60°C Jan 18, 2023
/sequence = TCTTTCAGGTAGTGGTTTCCTCAGC
48% GC / 7630.0 Da
v/ Sanger Sequence 20-mer 35,768 .. 35,787 - 54°C Jan 18, 2023
/sequence = AATCAGTGGATTTCCTCTCC
45% GC / 6043.0 Da
v/ Donor Template WT -> SNV 100-mer 35,835 .. 35,934 —_ 78°C Jan 18, 2023
/sequence = TTTCATACCCTGCCACTCGATACCCAGAAGGCTGATTGGGCAACATGCTGCCATTTTGCCCTTGAGGCAGTTGCACTCCATAATTTGGTC
ECHTECATBG,621.9 Da
v gRNA Protospacer 20-mer 35,853 .. 35,872 - 60°C Jan 18, 2023
/sequence = TATGGAGTGCAACCGCCTCA
55% GC / 6102.0 Da
v PCR Reverse 25-mer 36,418 .. 36,442 —_ 62°C Jan 18, 2023
/sequence = GAGATGGGACAGCTCAAACAATGCC

52% GC / 7709.1 Da
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