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MKV LWA A LLV TFLA ,,GC Q A KV EQ A V ETEPEP ELRQ Q T EWQ SGQ RWELA LGRFWDYLRWV Q TLSEQ V Q EELLSSQ V TQ ELR,,A LMDETMKELKA YKSELEEQ LT PV A EETRA RLSKELQ A A Q A RLGA DMEDV C GRLV Q YRGE
V Q A MLGQ ST EELRV RLA SHLRKLRKRLLRDA DDLQ KRLA V YQ A GA REGA ERGLSA IRERLGP LV EQ GRV RA AT V GSL

216 amino ac ids   =  24 .6  kDa

SNV  = T
REV  = C

gene ENSG00000280087
TEC

primary transc ript ENST00000623895
TEC



C TGGA GGA A C A A C T GA C C C C
60% GC   /  6096.0  Da

C TGGA GGA A C A A C T GA C C C C
60% GC   /  6096.0  Da

C TC GC GGATGGC GC T GA GGC C GC GC TC GGC GC C C TC GC GGGC C C C GGC C TGGTA C A C TGC C A GGC GC TTC TGC A GGT C ATC GGC ATC GC GGA GGA GC C GC
76% GC   /  30 ,827 .8 Da

C GATGA C C TGC A GA A GTGC C
60% GC   /  6127.0  Da

GC TGC C C ATC TC C TC C ATC
63% GC   /  5635.7  Da


