


gene ENSG00000183735
P rotein coding

primary transc ript ENST00000676684
Retained intron

primary transc ript ENST00000677499
Nonsense mediated decay

primary transc ript ENST00000677641

primary transc ript ENST00000676654
Retained intron

primary transc ript ENST00000652537
Nonsense mediated decay

primary transc ript ENST00000676809
Nonsense mediated decay

primary transc ript ENST00000650790

primary transc ript ENST00000652657

primary transc ript ENST00000676912

primary transc ript ENST00000677686
Retained intron

primary transc ript ENST00000652389
Nonsense mediated decay

primary transc ript ENST00000331710

primary transc ript ENST00000651262
Nonsense mediated decay

primary transc ript ENST00000677632

primary transc ript ENST00000650997
Nonsense mediated decay

primary transc ript ENST00000676551
Retained intron

primary transc ript ENST00000678430
Retained intron

primary transc ript ENST00000677545

primary transc ript ENST00000678180

primary transc ript ENST00000679065
Retained intron

primary transc ript ENST00000676930

primary transc ript ENST00000650762

primary transc ript ENST00000651947

primary transc ript ENST00000650786
Nonsense mediated decay

primary transc ript ENST00000677831
Nonsense mediated decay

primary transc ript ENST00000651014

primary transc ript ENST00000677549
Retained intron

primary transc ript ENST00000538890

primary transc ript ENST00000651878
Nonsense mediated decay



primary transc ript ENST00000540417

primary transc ript ENST00000539810

primary transc ript ENST00000678368

gene ENSG00000277895
lncRNA

primary transc ript ENST00000610945
lncRNA

primary transc ript ENST00000676469

coding sequence ENSP 00000329967

MQ STSNHLWLLSDILGQ GATA NV FRGRHK,,KT GDLFA IKV FNNISFLRPV DV Q MREFEV LKKLNHKNIV KLFA IEEE ,,TT TRHKV LIMEFC P C GSLY TV LEEP SNA Y GLPESEFLIV LRDV,,V GGMNHLRENGIV HRDIKPGNIM R
V IGEDGQ SV YKLTDFGA A RELEDDEQ FV SLYGT EEYL,,HP DMY ERA V LRKDHQ KKY GATV DLWSIGV TFYHA ATGSLPFRPFEGPRRNKEV M ,,YKIITGKP SGA ISGV Q KA ENGP IDWSGDMPV SC SLSR,,GLQ V LLTP V LA NI
LEA DQ EKC WGFDQ FFA ETSDILHRMV IHV FSLQ Q MTA HKIY IHSYNT,,AT IFHELV YKQ T KIISSNQ ELIYEGRRLV LEP GRLA Q HFP KTT EENP IFV V SREP LNT IGLIYEK,,ISLPKV HPRYDLDGDA SMA K,,A ITGV V C YA C RI
A STLLLYQ ELMRKGIRWLI ,,ELIKDDY NETV HKKTEV V ITLDFC IRNIEKT V KV,,YEKLMKINLEA A ELGEISDIHTKLLR,,LSSSQ GT IETSLQ DIDSRLSP GGSLA DA WA HQ EGTHP KDRN,,V EKLQ V LLNC M TEIYYQ FKKDKA
ER,,RLA YNEEQ IHKFDK,,Q KLYY HATKA MTHFTDEC V KKY EA FLNKSEEWIR,,KMLHLRKQ LLSLT NQ C FDIEEEV SKYQ EYTNE,,LQ ET LP Q KMFTA SSGIKHTM TP IYPSSNTLV EMTLG,,MKKLKEEMEGV V KELA ENNHIL
ER,,FGSLT MDGGLRNV DC L*729 amino ac ids   =  83 .6  kDa

coding sequence ENSP 00000498995

MQ STSNHLWLLSDILGQ GATA NV FRGRHK,,KT GDLFA IKV FNNISFLRPV DV Q MREFEV LKKLNHKNIV KLFA IEEE ,,TT TRHKV LIMEFC P C GSLY TV LEEP SNA Y GLPESEFLIV LRDV,,V GGMNHLRENGIV HRDIKPGNIM R
V IGEDGQ SV YKLTDFGA A RELEDDEQ FV SLYGT EEYL,,HP DMY ERA V LRKDHQ KKY GATV DLWSIGV TFYHA ATGSLPFRPFEGPRRNKEV M ,,YKIITGKP SGA ISGV Q KA ENGP IDWSGDMPV SC SLSR,,GLQ V LLTP V LA NI
LEA DQ EKC WGFDQ FFA ETSDILHRMV IHV FSLQ Q MTA HKIY IHSYNT,,AT IFHELV YKQ T KIISSNQ ELIYEGRRLV LEP GRLA Q HFP KTT EENP IFV V SREP LNT IGLIYEK,,ISLPKV HPRYDLDGDA SMA K,,A ITGV V C YA C RI
A STLLLYQ ELMRKGIRWLI ,,ELIKDDY NETV HKKTEV V ITLDFC IRNIEKT V KV,,YEKLMKINLEA A ELGEISDIHTKLLR,,LSSSQ GT IETSLQ DIDSRLSP GGSLA DA WA HQ EGTHP KDRN,,V EKLQ V LLNC M TEIYYQ FKKDKA
ER,,RLA YNEEQ IHKFDK,,Q KLYY HATKA MTHFTDEC V KKY EA FLNKSEEWIR,,KMLHLRKQ LLSLT NQ C FDIEEEV SKYQ EYTNE,,LQ ET LP Q KMFTA SSGIKHTM TP IYPSSNTLV EMTLG,,MKKLKEEMEGV V KELA ENNHIL
ER,,FGSLT MDGGLRNV DC L*729 amino ac ids   =  83 .6  kDa

coding sequence ENSP 00000498887

MQ STSNHLWLLSDILGQ GATA NV FRGRHK,,KT GDLFA IKV FNNISFLRPV DV Q MREFEV LKKLNHKNIV KLFA IEEE ,,TT TRHKV LIMEFC P C GSLY TV LEEP SNA Y GLPESEFLIV LRDV,,V GGMNHLRENGIV HRDIKPGNIM R
V IGEDGQ SV YKLTDFGA A RELEDDEQ FV SLYGT EEYL,,HP DMY ERA V LRKDHQ KKY GATV DLWSIGV TFYHA ATGSLPFRPFEGPRRNKEV M ,,YKIITGKP SGA ISGV Q KA ENGP IDWSGDMPV SC SLSR,,GLQ V LLTP V LA NI
LEA DQ EKC WGFDQ FFA ETSDILHRMV IHV FSLQ Q MTA HKIY IHSYNT,,AT IFHELV YKQ T KIISSNQ ELIYEGRRLV LEP GRLA Q HFP KTT EENP IFV V SREP LNT IGLIYEK,,ISLPKV HPRYDLDGDA SMA K,,A ITGV V C YA C RI
A STLLLYQ ELMRKGIRWLI ,,ELIKDDY NETV HKKTEV V ITLDFC IRNIEKT V KV,,YEKLMKINLEA A ELGEISDIHTKLLR,,LSSSQ GT IETSLQ DIDSRLSP GGSLA DA WA HQ EGTHP KDRN,,V EKLQ V LLNC M TEIYYQ FKKDKA
ER,,RLA YNEEQ IHKFDK,,Q KLYY HATKA MTHFTDEC V KKY EA FLNKSEEWIR,,KMLHLRKQ LLSLT NQ C FDIEEEV SKYQ EYTNE,,LQ ET LP Q KMFTA SSGIKHTM TP IYPSSNTLV EMTLG,,FGSLTMDGGLRNV DC L*

705 amino ac ids   =  80 .8  kDa

coding sequence ENSP 00000502899

MQ STSNHLWLLSDILGQ GATA NV FRGRHK,,KT GDLFA IKV FNNISFLRPV DV Q MREFEV LKKLNHKNIV KLFA IEEE ,,TT TRHKV LIMEFC P C GSLY TV LEEP SNA Y GLPESEFLIV LRDV,,V GGMNHLRENGIV HRDIKPGNIM R
V IGEDGQ SV YKLTDFGA A RELEDDEQ FV SLYGT EEYL,,HP DMY ERA V LRKDHQ KKY GATV DLWSIGV TFYHA ATGSLPFRPFEGPRRNKEV M ,,YKIITGKP SGA ISGV Q KA ENGP IDWSGDMPV SC SLSR,,GLQ V LLTP V LA NI
LEA DQ EKC WGFDQ FFA ETSDILHRMV IHV FSLQ Q MTA HKIY IHSYNT,,ELIKDDY NETV HKKTEV V ITLDFC IRNIEKT V KV,,YEKLMKINLEA A ELGEISDIHTKLLR,,LSSSQ GT IETSLQ DIDSRLSP GGSLA DA WA HQ EGTH
PKDRN,,V EKLQ V LLNC MTEIYYQ FKKDKA ER,,RLA YNEEQ IHKFDK,,Q KLYY HATKA MTHFTDEC V KKY EA FLNKSEEWIR,,KMLHLRKQ LLSLT NQ C FDIEEEV SKYQ EYTNE,,LQ ET LPQ KMFTA SSGIKHTMTP IYPSSNTL
V EM TLG,,M KKLKEEMEGV V KELA ENNHILER,,FGSLTMDGGLRNV DC L*613 amino ac ids   =  70 .4  kDa

coding sequence ENSP 00000504586

MQ STSNHLWLLSDILGQ GATA NV FRGRHK,,KT GDLFA IKV FNNISFLRPV DV Q MREFEV LKKLNHKNIV KLFA IEEE ,,TT TRHKV LIMEFC P C GSLY TV LEEP SNA Y GLPESEFLIV LRDV,,V GGMNHLRENGIV HRDIKPGNIM R
V IGEDGQ SV YKLTDFGA A RELEDDEQ FV SLYGT EEYL,,HP DMY ERA V LRKDHQ KKY GATV DLWSIGV TFYHA ATGSLPFRPFEGPRRNKEV M ,,YKIITGKP SGA ISGV Q KA ENGP IDWSGDMPV SC SLSR,,GLQ V LLTP V LA NI
LEA DQ EKC WGFDQ FFA ETSDILHRMV IHV FSLQ Q MTA HKIY IHSYNT,,AT IFHELV YKQ T KIISSNQ ELIYEGRRLV LEP GRLA Q HFP KTT EENP IFV V SREP LNT IGLIYEK,,ISLPKV HPRYDLDGDA SMA K,,A ITGV V C YA C RI
A STLLLYQ ELMRKGIRWLI ,,ELIKDDY NETV HKKTEV V ITLDFC IRNIEKT V KV,,YEKLMKINLEA A ELGEISDIHTKLLR,,GT IETSLQ DIDSRLSP GGSLA DA WA HQ EGTHP KDRN,,V EKLQ V LLNC M TEIYYQ FKKDKA ER,,RL
A YNEEQ IHKFDK,,Q KLYYHATKA MTHFTDEC V KKYEA FLNKSEEWIR,,KMLHLRKQ LLSLTNQ C FDIEEEV SKYQ EY TNE,,LQ ETLP Q KMFTA SSGIKHTMT P IYP SSNTLV EM TLG,,M KKLKEEMEGV V KELA ENNHILER,,FG
SLTMDGGLRNV DC L*724 amino ac ids   =  83 .1  kDa

coding sequence ENSP 00000504637

MQ STSNHLWLLSDILGQ GATA NV FRGRHK,,KT GDLFA IKV FNNISFLRPV DV Q MREFEV LKKLNHKNIV KLFA IEEE ,,TT TRHKV LIMEFC P C GSLY TV LEEP SNA Y GLPESEFLIV LRDV,,V GGMNHLRENGIV HRDIKPGNIM R
V IGEDGQ SV YKLTDFGA A RELEDDEQ FV SLYGT EEYL,,HP DMY ERA V LRKDHQ KKY GATV DLWSIGV TFYHA ATGSLPFRPFEGPRRNKEV M ,,YKIITGKP SGA ISGV Q KA ENGP IDWSGDMPV SC SLSR,,GLQ V LLTP V LA NI
LEA DQ EKC WGFDQ FFA ETSDILHRMV IHV FSLQ Q MTA HKIY IHSYNT,,AT IFHELV YKQ T KIISSNQ ELIYEGRRLV LEP GRLA Q HFP KTT EENP IFV V SREP LNT IGLIYEK,,ISLPKV HPRYDLDGDA SMA K,,A ITGV V C YA C RI
A STLLLYQ ELMRKGIRWLI ,,ELIKDDY NETV HKKTEV V ITLDFC IRNIEKT V KV,,YEKLMKINLEA A ELGEISDIHTKLLR,,LSSSQ GT IETSLQ DIDSRLSP GGSLA DA WA HQ EGTHP KDRN,,V EKLQ V LLNC M TEIYYQ FKKDKA
E,,RLA Y NEEQ IHKFDK,,Q KLYYHATKA MTHFTDEC V KKYEA FLNKSEEWIR,,KMLHLRKQ LLSLTNQ C FDIEEEV SKYQ EYTNE ,,LQ ETLP Q KM FTA SSGIKHTMTP IYP SSNTLV EMTLG,,MKKLKEEMEGV V KELA ENNHILE
R,,FGSLTM DGGLRNV DC L*728 amino ac ids   =  83 .5  kDa

coding sequence ENSP 00000504132

MQ STSNHLWLLSDILGQ GATA NV FRGRHK,,KT GDLFA IKV FNNISFLRPV DV Q MREFEV LKKLNHKNIV KLFA IEEE ,,TT TRHKV LIMEFC P C GSLY TV LEEP SNA Y GLPESEFLIV LRDV,,V GGMNHLRENGIV HRDIKPGNIM R
V IGEDGQ SV YKLTDFGA A RELEDDEQ FV SLYGT EEYL,,HP DMY ERA V LRKDHQ KKY GATV DLWSIGV TFYHA ATGSLPFRPFEGPRRNKEV M ,,YKIITGKP SGA ISGV Q KA ENGP IDWSGDMPV SC SLSR,,GLQ V LLTP V LA NI
LEA DQ EKC WGFDQ FFA ETSDILHRMV IHV FSLQ Q MTA HKIY IHSYNT,,AT IFHELV YKQ T KIISSNQ ELIYEGRRLV LEP GRLA Q HFP KTT EENP IFV V SREP LNT IGLIYEK,,ISLPKV HPRYDLDGDA SMA K,,A ITGV V C YA C RI
A STLLLYQ ELMRKGIRWLI ,,YEKLM KINLEA A ELGEISDIHTKLLR,,LSSSQ GTIETSLQ DIDSRLSP GGSLA DA WA HQ EGTHP KDRN,,V EKLQ V LLNC MTE IY YQ FKKDKA ER,,RLA YNEEQ IHKFDK,,Q KLYYHATKA MTHFT D
EC V KKYEA FLNKSEEWIR,,KM LHLRKQ LLSLTNQ C FDIEEEV SKYQ EY TNE,,LQ ETLPQ KMFTA SSGIKHTMT P IYPSSNTLV EMTLG,,MKKLKEEMEGV V KELA ENNHILER,,FGSLTMDGGLRNV DC L*

695 amino ac ids   =  79 .6  kDa

coding sequence ENSP 00000503155

MQ STSNHLWLLSDILGQ GATA NV FRGRHK,,TT TRHKV LIMEFC PC GSLY TV LEEP SNA Y GLP ESEFLIV LRDV

72 amino ac ids   =  8 .1  kDa

coding sequence ENSP 00000445834

MQ STSNHLWLLSDILGQ GATA NV FRGRHK,,KT GDLFA IKV FNNISFLRPV DV Q MREFEV LKKLNHKNIV KLFA IEEE ,,TT TRHKV LIMEFC P C GSLY TV LEEP SN

103 amino ac ids   =  11 .8  kDa



coding sequence ENSP 00000445628

MQ STSNHLWLLSDILGQ GATA NV FRGRHK,,KT GDLFA IKV FNNISFLRPV DV Q MREFEV LKKLNHKNIV KLFA IEEE ,,TT TRHKV LIMEFC P C GSLY TV L

98 amino ac ids   =  11.3 kDa

coding sequence ENSP 00000504296

MQ STSNHLWLLSDILGQ GATA NV FRGRHK

29 amino ac ids   =  3 .2  kDa

primary transc ript ENST00000678197
Retained intron

primary transc ript ENST00000679050
Nonsense mediated decay

primary transc ript ENST00000650708
Nonsense mediated decay

coding sequence ENSP 00000498758

MREFEV LKKLNHKNIV KLFA IEEE ,,TTTRHKV LIMEFC PC GSLYTV LEEPSNA YGLP ESEFLIV LRDV,,V GGMNHLRENGIV HRDIKPGNIMRV IGEDGQ SV YKLTDFGA A RELEDDEQ FV SLY GTEEY L,,HPDMYERA V LRKDH
Q KKYGATV DLWSIGV TFY HA AT GSLP FRP FEGPRRNKEV M,,YKIITGKPSGA ISGV Q KA ENGP IDWSGDMP V SC SLSR,,GLQ V LLTPV LA NILEA DQ EKC WGFDQ FFA ETSDILHRMV IHV FSLQ Q MTA HKIY IHSY NT,,AT IFH
ELV YKQ TKIISSNQ ELIYEGRRLV LEPGRLA Q HFPKTTEENP IFV V SREP LNTIGLIYEK,,ISLPKV HPRYDLDGDA SMA K,,A ITGV V C YA C RIA STLLLYQ ELM RKGIRWLI ,,YEKLMKINLEA A ELGEISDIHTKLLR,,LSSSQ GTI
ETSLQ DIDSRLSP GGSLA DA WA HQ EGTHP KDRN,,V EKLQ V LLNC MTE IY YQ FKKDKA ER,,RLA YNEEQ IHKFDK,,Q KLYYHATKA MTHFT DEC V KKYEA FLNKSEEWIR,,KM LHLRKQ LLSLTNQ C FDIEEEV SKYQ EYTNE,,L
Q ET LPQ KMFTA SSGIKHTMTP IYPSSNTLV EMTLG,,MKKLKEEM EGV V KELA ENNHILER,,FGSLTMDGGLRNV DC L*643 amino ac ids   =  73 .8  kDa

coding sequence ENSP 00000498885

MREFEV LKKLNHKNIV KLFA IEEE ,,TTTRHKV LIMEFC PC GSLYTV LEEPSNA YGLP ESEFLIV LRDV,,V GGMNHLRENGIV HRDIKPGNIMRV IGEDGQ SV YKLTDFGA A RELEDDEQ FV SLY GTEEY L,,HPDMYERA V LRKDH
Q KKYGATV DLWSIGV TFY HA AT GSLP FRP FEGPRRNKEV M,,YKIITGKPSGA ISGV Q KA ENGP IDWSGDMP V SC SLSR,,GLQ V LLTPV LA NILEA DQ EKC WGFDQ FFA ETSDILHRMV IHV FSLQ Q MTA HKIY IHSY NT,,AT IFH
ELV YKQ TKIISSNQ ELIYEGRRLV LEPGRLA Q HFPKTTEENP IFV V SREP LNTIGLIYEK,,ISLPKV HPRYDLDGDA SMA K,,A ITGV V C YA C RIA STLLLYQ ELM RKGIRWLI ,,ELIKDDYNET V HKKTEV V IT LDFC IRNIEKTV KV,
,YEKLMKINLEA A ELGEISDIHTKLLR,,LSSSQ GT IETSLQ DIDSRLSP GGSLA DA WA HQ EGTHP KDRN,,V EKLQ V LLNC M TEIYYQ FKKDKA ER,,RLA YNEEQ IHKFDK,,Q KLYYHAT KA MTHFTDEC V KKYEA FLNKSEEWIR,,
KMLHLRKQ LLSLTNQ C FDIEEEV SKYQ EYTNE,,LQ ETLPQ KMFTA SSGIKHT MTP IYP SSNTLV EMT LG,,MKKLKEEMEGV V KELA ENNHILER,,FGSLTM DGGLRNV DC L*

677 amino ac ids   =  77 .8  kDa

coding sequence ENSP 00000503567

MREFEV LKKLNHKNIV KLFA IEEE ,,TTTRHKV LIMEFC PC GSLYTV LEEPSNA YGLP ESEFLIV LRDV,,V GGMNHLRENGIV HRDIKPGNIMRV IGEDGQ SV YKLTDFGA A RELEDDEQ FV SLY GTEEY L,,HPDMYERA V LRKDH
Q KKYGATV DLWSIGV TFY HA AT GSLP FRP FEGPRRNKEV M,,YKIITGKPSGA ISGV Q KA ENGP IDWSGDMP V SC SLSR,,GLQ V LLTPV LA NILEA DQ EKC WGFDQ FFA ETSDILHRMV IHV FSLQ Q MTA HKIY IHSY NT,,AT IFH
ELV YKQ TKIISSNQ ELIYEGRRLV LEPGRLA Q HFPKTTEENP IFV V SREP LNTIGLIYEK,,ISLPKV HPRYDLDGDA SMA K,,A ITGV V C YA C RIA STLLLYQ ELM RKGIRWLI ,,ELIKDDYNET V HKKTEV V IT LDFC IRNIEKTV KV,
,YEKLMKINLEA A ELGEISDIHTKLLR,,LSSSQ GT IETSLQ DIDSRLSP GGSLA DA WA HQ EGTHP KDRN,,V EKLQ V LLNC M TEIYYQ FKKDKA ER,,RLA YNEEQ IHKFDK,,Q KLYYHAT KA MTHFTDEC V KKYEA FLNKSEEWIR,,
KMLHLRKQ LLSLTNQ C FDIEEEV SKYQ EYTNE,,LQ ETLPQ KMFTA SSGIKHT MTP IYP SSNTLV EMT LG,,MKKLKEEMEGV V KELA ENNHILER,,FGSLTM DGGLRNV DC L*

677 amino ac ids   =  77 .8  kDa

coding sequence ENSP 00000444428

MREFEV LKKLNHKNIV KLFA IEEE ,,TTTRHKV LIMEFC PC GSLYTV LEE

48 amino ac ids   =  5 .7  kDa

coding sequence ENSP 00000504729

MREFEV LKKLNHKNIV KLFA IEEE

24 amino ac ids   =  3 .0  kDa

primary transc ript ENST00000676901

primary transc ript ENST00000677759
Nonsense mediated decay

primary transc ript ENST00000679302
Nonsense mediated decay

coding sequence ENSP 00000503613

TTTRHKV LIMEFC P C GSLYTV LEEP SNA YGLP ESEFLIV LRDV,,GEDGQ SV YKLTDFGA A RELEDDEQ FV SLYGT EEYL

78 amino ac ids   =  8 .8  kDa

primary transc ript ENST00000678079

primary transc ript ENST00000651889
Retained intron

primary transc ript ENST00000677973
Nonsense mediated decay

primary transc ript ENST00000677016
Nonsense mediated decay

primary transc ript ENST00000677112
Nonsense mediated decay

primary transc ript ENST00000678738
Nonsense mediated decay



primary transc ript ENST00000678808
Nonsense mediated decay

primary transc ript ENST00000677242

primary transc ript ENST00000678718
Nonsense mediated decay

coding sequence ENSP 00000503561

V *NNYRKA FWC NIWST ESRKWTN*LEWRHA C FLQ SFS,,C Y Y IS*TGI*T NQ NYFFKSRT YLRRATLSLRTWKA GTT FP*NY*GKPY IC SKPGT SEYHRINI*K

102 codons  (7  internal s top codons)

primary transc ript ENST00000676983

primary transc ript ENST00000545025
Nonsense mediated decay

primary transc ript ENST00000677858
Nonsense mediated decay

primary transc ript ENST00000677670

primary transc ript ENST00000678235

primary transc ript ENST00000676490
Nonsense mediated decay

primary transc ript ENST00000536906
Retained intron

primary transc ript ENST00000676539
Nonsense mediated decay

primary transc ript ENST00000676774
Retained intron

primary transc ript ENST00000678582
Nonsense mediated decay

primary transc ript ENST00000679010
Retained intron

primary transc ript ENST00000677435
Nonsense mediated decay

primary transc ript ENST00000676587

coding sequence ENSP 00000504858

I*KV DEDQ PGSGRV R*NFRHTHQ IV E ,,SLA L*P WMV A FATL

40 codons  (3  internal s top codons)

primary transc ript ENST00000678567
Nonsense mediated decay

primary transc ript ENST00000677714

primary transc ript ENST00000541805
Retained intron

primary transc ript ENST00000545392
Retained intron

primary transc ript ENST00000676521
Nonsense mediated decay

primary transc ript ENST00000678996
Nonsense mediated decay

coding sequence ENSP 00000504253

C RKT TSP V KLHDRDLLSV Q KRQ SRTY,,L**RTNP Q I**

37 codons  (3  internal s top codons)

primary transc ript ENST00000678125



gene ENSG00000288665
lncRNA

primary transc ript ENST00000677093
lncRNA

primary transc ript ENST00000676593

primary transc ript ENST00000677313
Nonsense mediated decay

coding sequence ENSP 00000503458

YEEIKGRDGRGG*RTC *K*PHFRK,,T EFRC C PGWSPMA *SQ LT V

43 codons  (4  internal s top codons)

WT = G
SNV  = A

primary transc ript ENST00000678992



TA A A A GC T GTA A C A C TTGAT GTC A G
36% GC   /  7689.1  Da

TA A GGTTATC TATTGA C C A G
35% GC   /  6131.1  Da

T TATTTTT GC AT TA C TC A C C TTTC TA A A ATGTGGTTAT TTTC A GC A A GT TC TTTA A C C A C C C C T TC C ATC TTT TC C T TTA ATT TC TTC ATA C TA ATA A A A
29% GC   /  30,396.9 Da

ATTA A A GGA A GA GATGGA A G
35% GC   /  6287.2  Da

GC TTT C A A ATC TC TTTGGC C TTATC
40% GC   /  7549.0  Da


