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gene ENSG00000074317
P rotein coding

primary transc ript ENST00000614675

primary transc ript ENST00000393693

primary transc ript ENST00000310112

primary transc ript ENST00000508006
Retained intron

primary transc ript ENST00000506696

primary transc ript ENST00000510387

coding sequence ENSP 00000308057

MDV FMKGLSMA KEGV V A A A EKTKQ GV TEA A EKT KEGV LY V,,GSKT REGV V Q GV A S,,V A EKTKEQ A SHLGGA V FSGA GNIA A ATGLV KREEFP TDLK,,P EEV A Q EA A EEPLIEP LM EPEGESYEDP PQ ,,EEYQ EYEP EA *

134 amino ac ids   =  14 .3  kDa

coding sequence ENSP 00000377296

MDV FMKGLSMA KEGV V A A A EKTKQ GV TEA A EKT KEGV LY V,,GSKT REGV V Q GV A S,,V A EKTKEQ A SHLGGA V FSGA GNIA A ATGLV KREEFP TDLK,,P EEV A Q EA A EEPLIEP LM EPEGESYEDP PQ ,,EEYQ EYEP EA *

134 amino ac ids   =  14 .3  kDa

coding sequence ENSP 00000422223

MDV FMKGLSMA KEGV V A A A EKTKQ GV TEA A EKT KEGV LY V,,GSKT REGV V Q GV A S,,V A EKTKEQ A SHLGGA V FSGA GNIA A ATGLV KREEFP TDLK,,P EEV A Q EA A EEPLIEP LM EPEGESYEDP PQ ,,EEYQ EYEP EA *

134 amino ac ids   =  14 .3  kDa

coding sequence ENSP 00000424073

MDV FMKGLSMA KEGV V A A A EKTKQ GV TEA A EKT KEGV LY V,,GSKT REGV V Q GV A S,,V A EKTKEQ A SHLGGA V FSGA GNIA A ATGLV KREEFP TDLK,,P EEV A Q EA A EEPLIEP LM EPEGESYEDP PQ ,,EEYQ EYEP EA *

134 amino ac ids   =  14 .3  kDa

coding sequence ENSP 00000479489

MDV FMKGLSMA KEGV V A A A EKTKQ GV TEA A EKT KEGV LY V,,V A EKTKEQ A SHLGGA V FSGA GNIA A ATGLV KREEFPTDLK,,P EEV A Q EA A EEPLIEP LMEPEGESYEDP PQ ,,EEYQ EYEP EA *

120 amino ac ids   =  12 .9  kDa

gene ENSG00000266329
miRNA

primary transc ript ENST00000580852
miRNA

REV  = C
SNV  = A



TA A A ATA GC A A C A GC TGA A GA A A C G
36% GC   /  7725.1  Da

C GA GTC C TGA C C TTT TC TGC
55% GC   /  6035.0  Da

C C A GC TA GGGA C GGC A GC A ATC ATC C TGGATTC C C A A A GTC C C GC C C A GC C C TGC TGC C C C C TC A C C T GGGGTGGGTC C TC ATA A C TC TC C C C TTC TGGC
64% GC   /  30,461.6 Da

T GA GGA C C C A C A C C A GGTGA
60% GC   /  6136.0  Da

GA C A GATGGA C A GA C A C TA A C A C A G
48% GC   /  7702.1  Da


