angiogenin [Source:HGNC Symbol;Acc:HGNC:483]

(9496 .. 9515) gRNA Protospacer
(9369 .. 9388) Sanger Sequencing Primer Donor Template SNV -> REV (9478 .. 9577) @

Start (0) (9125 .. 9149) PCR Forwarcl| | PCR Reverse (10,016 .. 10,040) |End (14,795)

ANG-202

Donor Template SNV>REV

Protospacer Sequence

SNV

JIPSC1024_SnapgeneDNA_INK2J00041R_ANG_K41I_REVWT
14,795 bp



Start (0)
GTCCTGCCAAAGAAAGCAGCAGCGAATAAGTACGTGGCAGATGGTGCTGTCGACCAGTGTCAAGACCAAGTTTCATGGGTTCCTGGACGCTCAGCCAGGGGTAGTCTCTGAAGGGCCGCCTGGCAATTGGGAGCA
L 1 1 L L 1 L 1 1 L L 1 L 1 1 L L 1 L 1 1 L L 1 L 1 1 L

I + T + T + T + T + T + T + T + T t T T T T T T T ' T r
CAGGACGGTTTCTTTCGTCGTCGCTTATTCATGCACCGTCTACCACGACAGCTGGTCACAGTTCTGGTTCAAAGTACCCAAGGACCTGCGAGTCGGTCCCCATCAGAGACTTCCCGGCGGACCGTTAACCCTCGT

L EEEE——

GAAGCCAGTTTCCCGCCATCTGCTCTCCGTGGAGGCAGTGCTCTCGCGGCTGCTGCCCGTTGGGGTCCAGCTGAGGAAGGAGCGCGGATCCCAGGCTCGTTCTTTGCCTGGGCTGCCCCTGCGGCCCCTGGGGCE
I M 1 M 1 " I M 1 M 1 " I M 1 " 1 " I M 1 " 1 " I M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTTCGGTCAAAGGGCGGTAGACGAGAGGCACCTCCGTCACGAGAGCGCCGACGACGGGCAACCCCAGGTCGACTCCTTCCTCGCGCCTAGGGTCCGAGCAAGAAACGGACCCGACGGGGACGCCGGGGACCCCGC

 EEEE——

GGTGCTGCTGCGGCGCCAGCTCCAAGGGCGGATCCAGGCGGGAGGGGCCTCCTCGGAGAAGCGGGGCGCGGTCCCAACTACGCAGAGGCTGGCACGCCGACCCTCCACACCTCACCACGCCCCCATCTCCGTCCG
" 1 M 1 X 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CCACGACGACGCCGCGGTCGAGGTTCCCGCCTAGGTCCGCCCTCCCCGGAGGAGCCTCTTCGCCCCGCGCCAGGGTTGATGCGTCTCCGACCGTGCGGCTGGGAGGTGTGGAGTGGTGCGGGGGTAGAGGCAGGC

I EEEEEEEE————

TGTACACACACTCACACAAGGACGCCAACCCCACCTAGATGCAAAGCAGGATTCAAAAGAACATCTTTGCGTTTTCTACCGGCTCCCCATCATCGTACTAGGGAGGAAGAAGCGGGTGAGAAACAAAACTTCTTT
1 i 1 " 1 M 1 M 1 " 1 M 1 M 1 M 1 M 1 i 1 " 1 " 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
ACATGTGTGTGAGTGTGTTCCTGCGGTTGGGGTGGATCTACGTTTCGTCCTAAGTTTTCTTGTAGAAACGCAAAAGATGGCCGAGGGGTAGTAGCATGATCCCTCCTTCTTCGCCCACTCTTTGTTTTGAAGAAA

 EEEE——

CCATTGTCCTGCCCGTTTCTGCGGACTTGTTCTGAGGCCGAGGTAGGTTCACACTCCTGCTCCTCCTCCTCCTCTCTGGTAGCTTCATAAGGGGCGTTTAGGCCGGGGAGTCCTTTCCTAGTAGAGGCAGCTTGG
" 1 M 1 X 1 N 1 N 1 M 1 " 1 " 1 M 1 " 1 M 1 M 1 N 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GGTAACAGGACGGGCAAAGACGCCTGAACAAGACTCCGGCTCCATCCAAGTGTGAGGACGAGGAGGAGGAGGAGAGACCATCGAAGTATTCCCCGCAAATCCGGCCCCTCAGGAAAGGATCATCTCCGTCGAACC

I EEEEEEEE————

GACTCCTTGGGGAGGAGTTTGCGGGACGGGGCTGGAGAGGGAGGAATGGGGAGGGACGTGAAAGTCCCGTATTTGTATGAGTTAACGACTTTACATTCCCACTCAGGTTTACTTTGCGCAGCTGGGCACAGATGC
1 M 1 " 1 " 1 M 1 " 1 " 1 M 1 " 1 M 1 M 1 " 1 M 1 i 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTGAGGAACCCCTCCTCAAACGCCCTGCCCCGACCTCTCCCTCCTTACCCCTCCCTGCACTTTCAGGGCATAAACATACTCAATTGCTGAAATGTAAGGGTGAGTCCAAATGAAACGCGTCGACCCGTGTCTACG

 EEEE——

CAGCTTCTATTGATTAGTAGGCTTGGAGGGGGACCACAGAATCGCCGAACCTAAGGGAAGCCCTAGGAGGCCTGCACTTGCCCACAACTAAGAAAGCTTTGCTAGTTATTCAGGCTAATCACCAGCTTTTTGAAG
M 1 M 1 N 1 M 1 M 1 N 1 + 1 M 1 M 1 + 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GTCGAAGATAACTAATCATCCGAACCTCCCCCTGGTGTCTTAGCGGCTTGGATTCCCTTCGGGATCCTCCGGACGTGAACGGGTGTTGATTCTTTCGAAACGATCAATAAGTCCGATTAGTGGTCGAAAAACTTC

I EEEEEEEE————

CAGGCCTTAGTTTTTTGCAAGCGTAACTAACATTTGGGGATCGGTGTTTTCTGTTTACTCTCCTCTGCCTCCTCACCCTTAACCCACCCTCAGCCAGTGTTGTGCAATTCTTAGAGACACTTGCCAACAGCCTCT
1 M 1 " 1 M 1 i 1 " 1 M 1 M 1 " 1 M 1 M 1 M 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GTCCGGAATCAAAAAACGTTCGCATTGATTGTAAACCCCTAGCCACAAAAGACAAATGAGAGGAGACGGAGGAGTGGGAATTGGGTGGGAGTCGGTCACAACACGTTAAGAATCTCTGTGAACGGTTGTCGGAGA

 EEEE——

TCTCTAAGCCTTCCTACTGGAAGGTTGGGATCCTCCGTTTTCTCGCTCTGAGACAGCACGTCAAATGCTAATAGCAGCACATGAGTAAAGCGCAACATCTTTATTAAAACAATTTCAGCACCACTCAGGGGGCTA
M 1 M 1 M 1 M 1 M 1 L 1 + 1 M 1 N 1 + 1 M 1 M 1 M 1 N

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AGAGATTCGGAAGGATGACCTTCCAACCCTAGGAGGCAAAAGAGCGAGACTCTGTCGTGCAGTTTACGATTATCGTCGTGTACTCATTTCGCGTTGTAGAAATAATTTTGTTAAAGTCGTGGTGAGTCCCCCGAT

I EEEEEEEE———

GGGAAATCTCAGATGAGCCAAGACCCTCCCTCGTGACAGTAAAAATCTTATAATCAAGTCATAATGTAATCAGTAGAAACCCAAGGGACATCATTATCTGTGGCACAGGACCACCTTCCCAGAAGCAGCCTCAGG
1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 M 1 M 1 M 1 " 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CCCTTTAGAGTCTACTCGGTTCTGGGAGGGAGCACTGTCATTTTTAGAATATTAGTTCAGTATTACATTAGTCATCTTTGGGTTCCCTGTAGTAATAGACACCGTGTCCTGGTGGAAGGGTCTTCGTCGGAGTCC

 EEEE——

TATTCAAGACTTACTTAACCACAGAGCCACTAACAAGTTTTGCAAGAGGATAGGTTTATTACATACGCTTCAATTCAAGCAATTCTTTTACTGATGACAAGCAGAGTAAAATAATTTTTGAATTTATGGTAATAG
M 1 M 1 L 1 + 1 N 1 M 1 + 1 M 1 N 1 M 1 N 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
ATAAGTTCTGAATGAATTGGTGTCTCGGTGATTGTTCAAAACGTTCTCCTATCCAAATAATGTATGCGAAGTTAAGTTCGTTAAGAAAATGACTACTGTTCGTCTCATTTTATTAAAAACTTAAATACCATTATC

I EEEEEEEE———

TCAATGTAGGTTTCCTTCGAACAGCAACTTTCAGTGGCCCCTTTAAAGTTAGCTCTGATTGTCTAGAAAGTACTAGTATGGAATATAAAAGTTGTGTGGGCCCGGCACGGTGGCTCATGCCTGTAATCCCAGCAC
1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AGTTACATCCAAAGGAAGCTTGTCGTTGAAAGTCACCGGGGAAATTTCAATCGAGACTAACAGATCTTTCATGATCATACCTTATATTTTCAACACACCCGGGCCGTGCCACCGAGTACGGACATTAGGGTCGTG

 EEEE——

TTTGGGAGGCCGAGGTGGGTGCATCACAAGATCAGGAGTTCGAGACCAGCCTGGCCAAGATGGTGAAACCTCGTCTCTACTAAAAATACAAAAATTAGCCGGGCACGGTGGTGAGCACCTGTAACCCCAGCTACT
" 1 M 1 M 1 " 1 N 1 M 1 " 1 M 1 X 1 " 1 N 1 M 1 " 1 "

t T t T t T t T t T t T t T t T t T t T t T t T t T t
AAACCCTCCGGCTCCACCCACGTAGTGTTCTAGTCCTCAAGCTCTGGTCGGACCGGTTCTACCACTTTGGAGCAGAGATGATTTTTATGTTTTTAATCGGCCCGTGCCACCACTCGTGGACATTGGGGTCGATGA

I EEEEEEEE———

CGGGAGGCTGAGACAGGAGACTCTCTTGAACCTGGGAGGCGGAGGTTACAGTGAACAGAGATTGCGTCACTGCACTCTAGCCTGGGTGACAGAGCAAGACTCCGTCTTAAAAAAAAAAAAAAAAAAAATTGTGTG
1 M 1 " 1 M 1 M 1 " 1 " 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GCCCTCCGACTCTGTCCTCTGAGAGAACTTGGACCCTCCGCCTCCAATGTCACTTGTCTCTAACGCAGTGACGTGAGATCGGACCCACTGTCTCGTTCTGAGGCAGAATTTTTTTTTTTTTTTTTTTTAACACAC

 EEEE——

GTGCATTGGAAAGCTTCCAGGCCGGCGAATGCAATGAGTTCCTTGGGCAATACATGTCTCTTTCTCTGTTCCTCAGTTGGCTCTTCTTTAATATGAGGGGTGGACAGAGTCTCAGAGGCCCCTCCCACTCTTGTT
N 1 " 1 M 1 " 1 M 1 M 1 " 1 N 1 M 1 " 1 M 1 M 1 " 1 "

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CACGTAACCTTTCGAAGGTCCGGCCGCTTACGTTACTCAAGGAACCCGTTATGTACAGAGAAAGAGACAAGGAGTCAACCGAGAAGAAATTATACTCCCCACCTGTCTCAGAGTCTCCGGGGAGGGTGAGAACAA

I EEEEEEEE———

CTATGACTCCATGGAGTGGTACGATGTTAGTAACAGGACATGAGGCACTCTAGTAATGTGGAGATGAACTATCGTTTGGCAGAGAGGATGGAAAAAATCATTCCAGGAAAAGAGGAATGGCTTTAGCTATTGTTG
1 M 1 " 1 " 1 i 1 M 1 " 1 M 1 M 1 " 1 i 1 " 1 " 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GATACTGAGGTACCTCACCATGCTACAATCATTGTCCTGTACTCCGTGAGATCATTACACCTCTACTTGATAGCAAACCGTCTCTCCTACCTTTTTTAGTAAGGTCCTTTTCTCCTTACCGAAATCGATAACAAC

 EEEE——

AAAACAGATAATCAGGTTATAAGCAGGCAAGAGTAAGAGGTTTGTCAAGTTATTGTTGGAAGCATTGGTCACTGTGACTCAAATTAAAGTAGCTGGATAAAAAAGTGGACCAATGAAGGTCAGTGAAACCTTTCT
M 1 M 1 L 1 + 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TTTTGTCTATTAGTCCAATATTCGTCCGTTCTCATTCTCCAAACAGTTCAATAACAACCTTCGTAACCAGTGACACTGAGTTTAATTTCATCGACCTATTTTTTCACCTGGTTACTTCCAGTCACTTTGGAAAGA

I EEEEEEEE———

TTAGGAGTTTTTATTGAATCTGTATTTAAGCAGATTCTCTGTAATTCTCTGTAAACAGTTATTCCCGGAAGAATGCCATGAAATACTTGGGAAAGAGGGAATGGGAACAAAGAGTGAGTGGGCACAAAGCCCAGA
1 M 1 M 1 " 1 M 1 " 1 M 1 i 1 " 1 " 1 i 1 " 1 " 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AATCCTCAAAAATAACTTAGACATAAATTCGTCTAAGAGACATTAAGAGACATTTGTCAATAAGGGCCTTCTTACGGTACTTTATGAACCCTTTCTCCCTTACCCTTGTTTCTCACTCACCCGTGTTTCGGGTCT

 EEEE——

GTTGGTTGAAAAGCAAATGTTTAATTTTTGTCTTTGTTTGGAAATACAGGCATGTCAGCAGGACTTTGTCCCCACTGTCCTTCAATCAGTAGTGTTGCCTCTTCCTGGAGACGTGGTTCTTCTTGCCACGTGTGC
M 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 L 1 M 1 M 1 N 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CAACCAACTTTTCGTTTACAAATTAAAAACAGAAACAAACCTTTATGTCCGTACAGTCGTCCTGAAACAGGGGTGACAGGAAGTTAGTCATCACAACGGAGAAGGACCTCTGCACCAAGAAGAACGGTGCACACG

I EEEEEEEE———

TTTTCCTTCTTTACCTGTTACTTCCGTTATTGAATAAGTTCATGCTTATAGACCTAAAGTGTTAGAATAATAAAGAAATATAGAAATTATTTAGTCCATTCTTCCCATCATCTAATTTTATAATTAGTCCTAAGA
1 M 1 " 1 M 1 M 1 " 1 M 1 i 1 " 1 M 1 M 1 " 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAAAGGAAGAAATGGACAATGAAGGCAATAACTTATTCAAGTACGAATATCTGGATTTCACAATCTTATTATTTCTTTATATCTTTAATAAATCAGGTAAGAAGGGTAGTAGATTAAAATATTAATCAGGATTCT

 EEE——

135

270

405

540

1080

1215

1350

1485

1620

1755

1890

2025

2160

2295

2430

2565

2700



CAGAATGATACATATATACTCTGTATGAAGGAGGAAAGTGCTCTAACACTAGGGTCCTTGGAAACAGGACCCGTGCATCCCGTGTCTGTGTGCAGGGACATTATTGGCTTGAGGGAGAGAGAGAAAAAAATCTCC
" 1 M 1 i 1 " 1 M 1 M 1 L 1 M 1 M 1 L 1 M 1 M 1 " 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
GTCTTACTATGTATATATGAGACATACTTCCTCCTTTCACGAGATTGTGATCCCAGGAACCTTTGTCCTGGGCACGTAGGGCACAGACACACGTCCCTGTAATAACCGAACTCCCTCTCTCTCTTTTTTTAGAGG

 EEEEEE——

AGGAAAGGGGAATGACTTTCAAGTTAAAGCTGTCTGAACATTTAAAAAATATATGAGGTTTTTTGCAATTGGCGATTCCTTCATTTGTATTAAAATTACTGACAAAGATGTGATGTTCCTTAATCATAGAATATA
1 N 1 : 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 : 1 M 1 N 1

T T T T T T T T T T T T T T
TCCTTTCCCCTTACTGAAAGTTCAATTTCGACAGACTTGTAAATTTTTTATATACTCCAAAAAACGTTAACCGCTAAGGAAGTAAACATAATTTTAATGACTGTTTCTACACTACAAGGAATTAGTATCTTATAT

I EEEEEEEEE————

ATTCCTTGTTGTATTTTAAACACAAATGACTAAGTGCTTAGATGCATTCTAATGAAATAGTAATTTTTCCCCCAAACCCTACTTTTCATTTCAACAAAACTTCCTTGTGCCAAGTTTAAAAGAAAAACATAAAAC
L 1 M 1 1 1 1 1 1 1 1 1 1 1 1 M

T T T T T T T T T T T T T T T T
TAAGGAACAACATAAAATTTGTGTTTACTGATTCACGAATCTACGTAAGATTACTTTATCATTAAAAAGGGGGTTTGGGATGAAAAGTAAAGTTGTTTTGAAGGAACACGGTTCAAATTTTCTTTTTGTATTTTG

 EEEEEE——

TGTCTTTTTGCATTGTGGGCAGATTGTGTATCCTCCAAAGGTTGTCCAGTGAAGGCCCAGAGGCAGAGAAGGGACCTAACTATATTCAGAGGCTGCTGGTTGCCCCACCTCAGCACTACTGCAGAACTCTAAAAT

ACAGAAAAACGTAACACCCGTCTAACACATAGGAGGTTTCCAACAGGTCACTTCCGGGTCTCCGTCTCTTCCCTGGATTGATATAAGTCTCCGACGACCAACGGGGTGGAGTCGTGATGACGTCTTGAGATTTTA

I EEEEEEEEE————

CAGAGGCTGCTCTGTTTGTGTGAGTCGGTGCTTGAATTGGTGCTTCAGGCCATGGGGCTGTGTGTGTGCAGGCGCATATGGGTTGTATGCTGTGGCAGGGTACCGCTTTTCGGGACTCAGAGGTGGTGTTGCTTG
" 1 " I M 1 M 1 " I M 1 " 1 " I M 1 " 1 " 1 N 1 " 1 "

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GTCTCCGACGAGACAAACACACTCAGCCACGAACTTAACCACGAAGTCCGGTACCCCGACACACACACGTCCGCGTATACCCAACATACGACACCGTCCCATGGCGAAAAGCCCTGAGTCTCCACCACAACGAAC

 EEEEEE——

AGCTAAGCCTGGAAAGACAGGTCAGTTTTCTCCTTGCTTATGAAGGGTTCAAAGTCTGACTCCACCATTCATCTGCTGTTTGTTCTTGGAGTTTCCTCATGAGCAGAGCATATTTACATAATGCCTACCTCACAC
1 M 1 : 1 M 1 N 1 : 1 M 1 M 1 M 1 N 1 M 1 + 1 N 1 M 1

T ¥ T T T T T ¥ T T T T T N T N T T T ¥ T T T T T ¥ T
TCGATTCGGACCTTTCTGTCCAGTCAAAAGAGGAACGAATACTTCCCAAGTTTCAGACTGAGGTGGTAAGTAGACGACAAACAAGAACCTCAAAGGAGTACTCGTCTCGTATAAATGTATTACGGATGGAGTGTG

I EEEEEEEEE————

AGTCCTGGTGTTGGTTGAATGTAGTCATGTATGTGAGAGCTTCACAAAATGAAAGATTGCACTGAATATTATAATTATTGTGATTTCAAGTGCATTTGTTTTACTAGCAGGCAGCCTGTCTTTTCTTGACACCTT
L 1 M 1 M 1 L 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 L 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TCAGGACCACAACCAACTTACATCAGTACATACACTCTCGAAGTGTTTTACTTTCTAACGTGACTTATAATATTAATAACACTAAAGTTCACGTAAACAAAATGATCGTCCGTCGGACAGAAAAGAACTGTGGAA

 EEEEEE——

CTCAAGTGCAGCCAGACTGAATACTTGGCAGCTAGGTGGGTGACAACAGAGGATTGAGGATTTTTAAAAAGATAACACTGTCCTAGATCCAACACCACTGTGGGCAAATGCTGGGGGTCTGTGAAACAGTTGGTA
1 N 1 + 1 N 1 N 1 + 1 N 1 N 1 : 1 M 1 N 1 : 1 M 1 M 1

T T T T T T T T T T T T T T
GAGTTCACGTCGGTCTGACTTATGAACCGTCGATCCACCCACTGTTGTCTCCTAACTCCTAAAAATTTTTCTATTGTGACAGGATCTAGGTTGTGGTGACACCCGTTTACGACCCCCAGACACTTTGTCAACCAT

I EEEEEEEE————

CCCTGCTGCTGTCTGATATTGGAAACTATGAGATCTATAAGGTGATCCTGGTGACCTTTGGCCCACTGTTTTTACGCAAGCAATGGATCTACAGCCCTGCTTTGATGATGGAGATAAGCAATTTTGCAACTACAT
L 1 M 1 1 1 1 1 1 1 1 1 1 1 1 M

T T T T T T T T T T T T T T T T
GGGACGACGACAGACTATAACCTTTGATACTCTAGATATTCCACTAGGACCACTGGAAACCGGGTGACAAAAATGCGTTCGTTACCTAGATGTCGGGACGAAACTACTACCTCTATTCGTTAAAACGTTGATGTA

 EEEEEE——

TACAAGGATCAGAAGATTGAATGTTCAGGGTTAGTCTCTTGTGGACAGGTAAAGATGGAAGAAGGAGAAACCCAGGAAACATGGCAAGCCTGCTTCTGGGGGTTAGAAGCTGAGAAGTTGAGTGTAGGGGGAGGG

ATGTTCCTAGTCTTCTAACTTACAAGTCCCAATCAGAGAACACCTGTCCATTTCTACCTTCTTCCTCTTTGGGTCCTTTGTACCGTTCGGACGAAGACCCCCAATCTTCGACTCTTCAACTCACATCCCCCTCCC

I EEEEEEEE————

GCAGTGTACTAATAGCTGTCACACAACCTTCTCTGGAAGTGCTTTCCTGGCTGTATGAAATCGATGGAATAACGTGCTTAGCATCCGTTCATGAAACCAAATGATGTGATACGATAAATAGGATGTGATATGATA
" 1 M 1 i 1 L 1 M 1 i 1 " 1 M 1 M 1 " 1 M 1 M 1 L 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
CGTCACATGATTATCGACAGTGTGTTGGAAGAGACCTTCACGAAAGGACCGACATACTTTAGCTACCTTATTGCACGAATCGTAGGCAAGTACTTTGGTTTACTACACTATGCTATTTATCCTACACTATACTAT

 EEEEEE——

AATGATAAATAGTACAGTGGAAAAGCATCCTACTGGAAGACCATATCTTACTCTGTGACATCTTCCAAGGCAGTTCTTGGAGTTGGCCCAGGGAGATCAGAGATGCTATCTTATGGATCCAGACTATTATGTGTG
1 M 1 : 1 M 1 N 1 + 1 N 1 N 1 : 1 N 1 N 1 : 1 M 1 M 1

T ¥ T T T T T ¥ T T T T T N T T T T T N T T T T T ¥ T
TTACTATTTATCATGTCACCTTTTCGTAGGATGACCTTCTGGTATAGAATGAGACACTGTAGAAGGTTCCGTCAAGAACCTCAACCGGGTCCCTCTAGTCTCTACGATAGAATACCTAGGTCTGATAATACACAC

"""»-"""""""""""">

AATAGGGAAACCTCAGTCCTGCCATGAACAAGAGTAAGCACCACAGACAGCAGAAAAGGGCAACTTTTGGACAGAAGGCCATGTTTCTCAAACTTTGTCTTCCAGAACAAATCTCTAATCCATTCAGGTGGGTTA
L 1 M 1 M 1 " 1 M 1 i 1 " 1 M 1 M 1 " 1 M 1 M 1 L 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TTATCCCTTTGGAGTCAGGACGGTACTTGTTCTCATTCGTGGTGTCTGTCGTCTTTTCCCGTTGAAAACCTGTCTTCCGGTACAAAGAGTTTGAAACAGAAGGTCTTGTTTAGAGATTAGGTAAGTCCACCCAAT

 EEEEEE——

ATATCTAACCCAATCATGCCCAGCGAAAAGGTGAATGACCCTCCTCGTTTGTTCAAGAGCAGTGTCCTTGGTTTTCATGTCCCTGCCAGGACTGGGACACTATATATTAGGAACACTATATAATCAGAACCTGGA
1 M 1 : 1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 M 1 : 1 N 1 M 1

T T T T T T T T T T T T T T
TATAGATTGGGTTAGTACGGGTCGCTTTTCCACTTACTGGGAGGAGCAAACAAGTTCTCGTCACAGGAACCAAAAGTACAGGGACGGTCCTGACCCTGTGATATATAATCCTTGTGATATATTAGTCTTGGACCT

"""»-"""""""""""">
ANG-202

GAGGCCTCCAGGTTCACACAACTGGAACCCATCTCCAGGAACAAACAGCTGGAACCCATCTCCCGTTGAAGGGAAACTGCCAGATTTTTGTAAGATTCTTCCTCCTGGGTAAACTATTGTTCAATTTGTTTTATA
" 1 M 1 M 1 " 1 . 1 M 1 " 1 . 1 M 1 N 1 M 1 M 1 " 1 .

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CTCCGGAGGTCCAAGTGTGTTGACCTTGGGTAGAGGTCCTTGTTTGTCGACCTTGGGTAGAGGGCAACTTCCCTTTGACGGTCTAAAAACATTCTAAGAAGGAGGACCCATTTGATAACAAGTTAAACAAAATAT

""""»-""""""""""""—>
- A& >

TATTATTTCTAGCCATCCATCCATTTTAATGAAACCATTTTCCTCCCTTTAAAGCCTCCAGGCTCAAGCTCATGAATTAAAAAGAAAATGGATCAGATTCTAAAGTTTAAAATGAAAACAGGTTTCTTTTGGGAT
1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1

T T T T T T T T T T T ¥ T T T T T T T T T T T ¥ T T T
ATAATAAAGATCGGTAGGTAGGTAAAATTACTTTGGTAAAAGGAGGGAAATTTCGGAGGTCCGAGTTCGAGTACTTAATTTTTCTTTTACCTAGTCTAAGATTTCAAATTTTACTTTTGTCCAAAGAAAACCCTA

GGCCTATGTGTGGATAAAGAGAAATTAGTGAGACTGGGAGGAAGTGGAAGTTTAGGAGGGATTTCTAAATTGTGATAAAATCCCCAAAGGCCTGGGGGAGCCATTTGCTGAAGGCCATCGGGAGTCCTCCCCCGT
M 1 M 1 1 1 1 1 1 1 1 1 1 1 1 M

T T T T T T T T T T T T T T T T
CCGGATACACACCTATTTCTCTTTAATCACTCTGACCCTCCTTCACCTTCAAATCCTCCCTAAAGATTTAACACTATTTTAGGGGTTTCCGGACCCCCTCGGTAAACGACTTCCGGTAGCCCTCAGGAGGGGGCA

""""-%---/¥W""—"">
- e

CGTCCACCCCTGTTACAGGCATTACACGTGGCTTAACAAGGAAAGAAACAGTATGTTTTTAGCATTGTTTCCTTCTAACCTTCCCTGCTAATTTCTCTTCTTAGAAAAGTTTTGGATGCTCTTTCAAACAAAGTG
1 M 1 " 1 M 1 M 1 N 1 M 1 M 1 " 1 . 1 M 1 " 1 M 1 i 1

T ' T T T T T r T T T T T 4 T T T T T ' T T T T T ' T
GCAGGTGGGGACAATGTCCGTAATGTGCACCGAATTGTTCCTTTCTTTGTCATACAAAAATCGTAACAAAGGAAGATTGGAAGGGACGATTAAAGAGAAGAATCTTTTCAAAACCTACGAGAAAGTTTGTTTCAC

""""»-""""""""""""—>
- A& >

2835

2970

3105

3240

3375

3510

3645

3780

3915

4050

4185

4320

4455

4590

4725

4860

4995

5130



GAACACATCCCAAGATCAAAAGAAGGCTCACTGGCAGGTTGAAGGGAAGAAGGAAGGAAAAGCAATAAAGGGATGAATATGCCTTGGGTGTTAGGCTCTTACTTTGGGGGATTTTGCCCTAGGATGTATAAAAGT
" 1 M 1 M 1 L 1 M 1 i 1 " 1 M 1 M 1 L 1 M 1 M 1 " 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
CTTGTGTAGGGTTCTAGTTTTCTTCCGAGTGACCGTCCAACTTCCCTTCTTCCTTCCTTTTCGTTATTTCCCTACTTATACGGAACCCACAATCCGAGAATGAAACCCCCTAAAACGGGATCCTACATATTTTCA

GTGAAGCCACATTGATGAAAATGATAACTATAGTTACTCATCATAAACTGTCAAGTTAACTCCCTGGTGTGTAAAATTTGATGAATCTTTTGAATACTGAACATTGCCTGTGGGGAGAGGGAGAGAATAATTCTT
1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CACTTCGGTGTAACTACTTTTACTATTGATATCAATGAGTAGTATTTGACAGTTCAATTGAGGGACCACACATTTTAAACTACTTAGAAAACTTATGACTTGTAACGGACACCCCTCTCCCTCTCTTATTAAGAA

""""-%---/-/¥W"""">
- e

GTGAATACTAACAGATTCATTTGATACAGAAGATAAAGTTACTCTAAAGAACAGTTGGGGCCAGGTGTGGTGGCTCACACCTGTAATCCCCGCACTTTGGGAAGCCGAGGTAGCCGGATCAACTGAGGTCAGGAG
N 1 . 1 M 1 N 1 M 1 M 1 M 1 M 1 i 1 " 1 M 1 M 1 M 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CACTTATGATTGTCTAAGTAAACTATGTCTTCTATTTCAATGAGATTTCTTGTCAACCCCGGTCCACACCACCGAGTGTGGACATTAGGGGCGTGAAACCCTTCGGCTCCATCGGCCTAGTTGACTCCAGTCCTC

I EEEEEE————
- A& >

TTCGAGACCAGCCTGGCCGACATGGCGAAACCCCGTCTCTACCAAATACACAAAATTAGCCAAGCGTGGTGGTGGCCGCCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATTGCCTGAACCTGGGAGG
1 N 1 M 1 M I M 1 M 1 " I M 1 M 1 M I M 1 M 1 " 1 M 1

T T T T T ¥ T T T T T T T T T T T ¥ T T T T T T T T T
AAGCTCTGGTCGGACCGGCTGTACCGCTTTGGGGCAGAGATGGTTTATGTGTTTTAATCGGTTCGCACCACCACCGGCGGACATTAGGGTCGATGAACCCTCCGACTCCGTCCTCTTAACGGACTTGGACCCTCC

 EEEEEE——
- e >

TGGAGGTTGCAGTGAGCCAAGATAGCACCACTGCGATCTAGCCTGGGCGATAGAACAAGACTCTGTCTCAAAAAAAAAAAAAAAACAGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCC
M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 N 1 M 1 N 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
ACCTCCAACGTCACTCGGTTCTATCGTGGTGACGCTAGATCGGACCCGCTATCTTGTTCTGAGACAGAGTTTTTTTTTTTTTTTTGTCCGGCCCGCGCCACCGAGTGCGGACATTAGGGTCGTGAAACCCTCCGG

"""%---/¥W"""">
-  Awe2e

GAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTG
1 M 1 M 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M 1 " 1 M 1 i 1

T r T T T T T ' T T T T T 4 T T T T T r T T T T T ' T
CTCCGCCCACCTAGTACTCCAGTCCTCTAGCTCTGGTAGGACCGATTGTTCCACTTTGGGGCAGAGATGATTTTTATGTTTTTTAATCGGCCCGCGCCACCGCCCGCGGACATCAGGGTCGATGAGCCCTCCGAC

""""»-""""""""""""—>
- A& >

AGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAGTCCGGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAGAA
" 1 M 1 M 1 L 1 M 1 M 1 L 1 M 1 M 1 L 1 M 1 i 1 " 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TCCGTCCTCTTACCGCACTTGGGCCCTCCGCCTCGAACGTCACTCGGCTCTAACGCGGTGACGTCAGGCGTCAGGCCGGACCCGCTGTCTCGCTCTGAGGCAGAGTTTTTTTTTTTTTTTTITTTTTTTTTTTCTT

AAGAAAAGAAAAAAAGGACAGAGAACAGCTGGGACTAATTCCACTGACAAAAAGCTGACAGACAGTTACGTGTTTGGGTACAGAAGGATATATCTATAGGACTTTTGCCACCAGATGTGAGGCTTTGCACCCTTG
1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TTCTTTTCTTTTTTTCCTGTCTCTTGTCGACCCTGATTAAGGTGACTGTTTTTCGACTGTCTGTCAATGCACAAACCCATGTCTTCCTATATAGATATCCTGAAAACGGTGGTCTACACTCCGAAACGTGGGAAC

""""-%---/¥W""—"">
- e

GCTTAGGCAGATTCACTTTTACACCACAAACGATCTGTCTCTTACTGGTTTTCTCCCAATTCCATTTTACCTTGCTTTTTGAGGAATTTAGAGTTGAATATATTGAGAAAGTTTTGAGTGAGGGAGCAGATGTTA
N 1 . 1 M 1 " 1 M 1 M 1 " 1 M 1 i 1 " 1 M 1 M 1 N 1 .

t T t T t T t T t T t T t T t T t T t T t T t T t T t
CGAATCCGTCTAAGTGAAAATGTGGTGTTTGCTAGACAGAGAATGACCAAAAGAGGGTTAAGGTAAAATGGAACGAAAAACTCCTTAAATCTCAACTTATATAACTCTTTCAAAACTCACTCCCTCGTCTACAAT

"""-"""""""""""""""">
- A& >

GATATTGGTGGTTTTGGTGTACGCTTGCTGAGATTTGGTTCCTGGATGTCTTAGGGAATCAAGATTACAGGCCCCCAACTAAACTTATACAAAATTTGTCTCTGTAACTGAGGGTCACTGGACCTTTGCTATTGA
1 M 1 " 1 M 1 M 1 L 1 M 1 M 1 " 1 M 1 M 1 L 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CTATAACCACCAAAACCACATGCGAACGACTCTAAACCAAGGACCTACAGAATCCCTTAGTTCTAATGTCCGGGGGTTGATTTGAATATGTTTTAAACAGAGACATTGACTCCCAGTGACCTGGAAACGATAACT

AACTAGCAAAGCCTCTATTATGTTTAATGAGAACCATGAAACTTCAGATTTTTAGAGCTAGCAACTCTTTTATTTTCTTGATGAACAAACCTAGGCCTGGAGAGAAAAATGAAGTCAATTACTTAAAAAATATTA
M 1 M 1 N 1 N 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TTGATCGTTTCGGAGATAATACAAATTACTCTTGGTACTTTGAAGTCTAAAAATCTCGATCGTTGAGAAAATAAAAGAACTACTTGTTTGGATCCGGACCTCTCTTTTTACTTCAGTTAATGAATTTTTTATAAT

""""-%---/¥W""—"">
- e

AGGGTTATAATAAGGCAAGCATGTTGATTCAAGGTGAATAATATGAGTTCTGTGGAATATACACCAGTAAGAAACACTAACAAGTAAATACTTCATTGTTCATCCACGATCACGTGGGTAATGGCATGTTTGGAA
1 i 1 " 1 M 1 i 1 " 1 M 1 i 1 N 1 . 1 M 1 " 1 . 1 M 1

T ' T T T T T ' T T T T T ' T T T T T 4 T T T T T 4 T
TCCCAATATTATTCCGTTCGTACAACTAAGTTCCACTTATTATACTCAAGACACCTTATATGTGGTCATTCTTTGTGATTGTTCATTTATGAAGTAACAAGTAGGTGCTAGTGCACCCATTACCGTACAAACCTT

""""»-""""""""""""—>
- A& >

ATGGCACCCGTGAAACCTGACAACAGGTCGGTCTTTATTTTGTGATATCCTTATGGGTAGATTCTGAACTTTGTGGCTTTTACTTTGGCACTTATATCTAATGAGGTGTCCTTGGTCTTAATATCTAATGCAGAG
L 1 M 1 i 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 L 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TACCGTGGGCACTTTGGACTGTTGTCCAGCCAGAAATAAAACACTATAGGAATACCCATCTAAGACTTGAAACACCGAAAATGAAACCGTGAATATAGATTACTCCACAGGAACCAGAATTATAGATTACGTCTC

 EEEEEE——
- e >

CGAGTTTGGACAGAGATTCTAAACAGGTTCACCAGCTCATACTCCCTTCTGTGAACAGCAATATCCCCACAAGTTATACAGCATTGGCACCTCCTGCAAGTACGGTATTTCCTAGAGAAGACATTAGTAACATTC
1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GCTCAAACCTGTCTCTAAGATTTGTCCAAGTGGTCGAGTATGAGGGAAGACACTTGTCGTTATAGGGGTGTTCAATATGTCGTAACCGTGGAGGACGTTCATGCCATAAAGGATCTCTTCTGTAATCATTGTAAG

""""-%---/¥W""—"">
- e

CTATCCACCACTGCCACCTAACGACTCTTTTAGGTACTAGCAGCTCTGGTTCCGTTTCCTGATTTCTGATTTCTGGGATTCTGGCACCAGGCAGAAGAATGTTGACTGTGTAAGGCAGACCTTTGACATTAGAAG
" 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 N 1 . 1 M 1 " 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
GATAGGTGGTGACGGTGGATTGCTGAGAAAATCCATGATCGTCGAGACCAAGGCAAAGGACTAAAGACTAAAGACCCTAAGACCGTGGTCCGTCTTCTTACAACTGACACATTCCGTCTGGAAACTGTAATCTTC

""""»-""""""""""""—>
- A& >

5265

5400

5535

5670

5805

5940

6075

6210

6345

6480

6615

6750

6885

7020

7155



TCAGTATTTGTTCATTACAGAGCAAGAGACTTAATTGATTACAAATCAATAAAACTTTAATAAGATCTTCCAAAAAACTAGAAACAGGAAACACACCCAGGAGACTGAAAAGCATGATGTAAATGTGAAGAACGT
1 M 1 L 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1

T T T T T T T T T T T ¥ T T T T T ¥ T T T T T T T T T
AGTCATAAACAAGTAATGTCTCGTTCTCTGAATTAACTAATGTTTAGTTATTTTGAAATTATTCTAGAAGGTTTTTTGATCTTTGTCCTTTGTGTGGGTCCTCTGACTTTTCGTACTACATTTACACTTCTTGCA

 EEEEEE——
- e >

GGCAAGTGGGTGGCTTGGCAGCCCAGCAGCTATACTGGAGCAGCTGCATGAGTGAATACTTGTTACTCCTTTAGGGCTGGCTCTCCATTCTACAATCATGTACCTCTTTCTTGATAAACTCCCAAGAACACACTT
M 1 M 1 N 1 N 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
CCGTTCACCCACCGAACCGTCGGGTCGTCGATATGACCTCGTCGACGTACTCACTTATGAACAATGAGGAAATCCCGACCGAGAGGTAAGATGTTAGTACATGGAGAAAGAACTATTTGAGGGTTCTTGTGTGAA

""""-%---/-/¥W"""">
- e

TCAGCATGGAATTTCAGACTTTTAGAGATAGCAACTCTCTCAAGTATGGACAAATGTCGGTGCGGACAAATTTGATGCACTGCTGAAGAATACCAAATAATATGCTAAGGAATTTTTTCATTCCACAATAATGGA
1 i 1 " 1 . 1 M 1 N 1 M 1 i 1 " 1 . 1 i 1 M 1 . 1 i 1

T ' T T T T T 4 T T T T T ' T T T T T ' T T T T T ' T
AGTCGTACCTTAAAGTCTGAAAATCTCTATCGTTGAGAGAGTTCATACCTGTTTACAGCCACGCCTGTTTAAACTACGTGACGACTTCTTATGGTTTATTATACGATTCCTTAAAAAAGTAAGGTGTTATTACCT

I EEEEEE————
- A& >

GTAAATAGCAGCTGGAAATGTTTGCATTAAGTTCATAGATTATAATTTGTAATGGAATCAACACCAAATGCAAATTAGAAAGAGAGCCCACTTTGCTCACCCAGTCACGTCTTCCCATGTAACCATAGAACATTG
" 1 M 1 M 1 " 1 M 1 M 1 L 1 M 1 i 1 L 1 M 1 M 1 " 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
CATTTATCGTCGACCTTTACAAACGTAATTCAAGTATCTAATATTAAACATTACCTTAGTTGTGGTTTACGTTTAATCTTTCTCTCGGGTGAAACGAGTGGGTCAGTGCAGAAGGGTACATTGGTATCTTGTAAC

 EEEEEE——
- e >

GGGTCCTGTGTCTTTCTAGATCCACAGTCTTGCTCTCAGAACAGGCTAGCCACACCACAGGCCTAGTGCCAGGACCCATGGCCTTTTTTTAAGCTCAGACTCCCTTCTGTGAACAGCAATATCCCCACAACTTGT
1 N 1 M 1 M 1 N 1 N 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
CCCAGGACACAGAAAGATCTAGGTGTCAGAACGAGAGTCTTGTCCGATCGGTGTGGTGTCCGGATCACGGTCCTGGGTACCGGAAAAAAATTCGAGTCTGAGGGAAGACACTTGTCGTTATAGGGGTGTTGAACA

"""%---/¥W"""">
-  Awe2e

ACAACATTGGTGCTTCCTGCAAGGGCTACAGAACTATTTGATACGAAAATGTTCATTGACTTACACACAAGAGAAGCACAAAATAAAAAATTAATAATTAATTTAATGTCTTTGAAAATGTACCATTTATTTTTA
" 1 M 1 M 1 " 1 M 1 i 1 N 1 . 1 i 1 " 1 . 1 i 1 N 1 .

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TGTTGTAACCACGAAGGACGTTCCCGATGTCTTGATAAACTATGCTTTTACAAGTAACTGAATGTGTGTTCTCTTCGTGTTTTATTTTTTAATTATTAATTAAATTACAGAAACTTTTACATGGTAAATAAAAAT

""""»-""""""""""""—>
- A& >

CATTTGGGGTCATAAGAATTGTATTACACTTAAGAATGCAATACAATTTGAAGATCAGATTTTTCTCCCTTTGTGAGAATTTCTCAGTATGTGTGATGACTACCAAGAAATCATAGCCAGTCATAAATTCAGTGA
1 M 1 " 1 M 1 i 1 L 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GTAAACCCCAGTATTCTTAACATAATGTGAATTCTTACGTTATGTTAAACTTCTAGTCTAAAAAGAGGGAAACACTCTTAAAGAGTCATACACACTACTGATGGTTCTTTAGTATCGGTCAGTATTTAAGTCACT

 EEEEEE——
- e >

GTTACTCATAAACGAACAAGAACCACCTACTTCTTGGGGAGGTAGGTCTGCTTCCCTTCAACTCAGGATACAACTGCTTTCAACTGCTTTCTTCACATTAGCTGACTAATTAGCTAGAAGCCTGTCGTAAACAAT
N 1 N 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
CAATGAGTATTTGCTTGTTCTTGGTGGATGAAGAACCCCTCCATCCAGACGAAGGGAAGTTGAGTCCTATGTTGACGAAAGTTGACGAAAGAAGTGTAATCGACTGATTAATCGATCTTCGGACAGCATTTGTTA

""""-%---/¥W""—"">
- e

TTTATGGTTGACTCCTTCCCTGGGCTCAGGGTTCCCTAGAACAGAGGTCCCCAAATCCCGGTCTGTGGCCTGTCCGCCTAAGCTCTGCCTCCTGCCAGATCAGCAGGCAGCATTAGATTCTCATAGGAGCTGGAC
1 M 1 " 1 M 1 i 1 " 1 M 1 M 1 N 1 M 1 M 1 " 1 M 1 M 1

T r T T T T T ' T T T T T ' T T T T T 4 T T T T T ' T
AAATACCAACTGAGGAAGGGACCCGAGTCCCAAGGGATCTTGTCTCCAGGGGTTTAGGGCCAGACACCGGACAGGCGGATTCGAGACGGAGGACGGTCTAGTCGTCCGTCGTAATCTAAGAGTATCCTCGACCTG

"""-"""""""""""""""">
- A& >

GCCTATTGTGAACTGCGCATGTGCGGGATCCAGATTGTGCACTCTTTATGAGAATCTAACTAATGCTTGATGATCTATCTGAACCAGAACAATTTCATCCTGAAACCATCCCCCACCAATCCATAGAAATACTGT
" 1 M 1 M 1 " 1 M 1 M 1 L 1 M 1 M 1 " 1 M 1 i 1 " 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
CGGATAACACTTGACGCGTACACGCCCTAGGTCTAACACGTGAGAAATACTCTTAGATTGATTACGAACTACTAGATAGACTTGGTCTTGTTAAAGTAGGACTTTGGTAGGGGGTGGTTAGGTATCTTTATGACA

 EEEEEE——
- e >

CTTCCACAAAAATGATCCCTGGTGCCAAAAATGTTAGAGACCACTCCCCTAAAACTCTCTTCTTAGCTCTCACCTCCTGTATTACTATCTCATCTCAGTACATTGAAGCCCCCATCTTTTCCCCATGGATGCCTC
1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 N 1 M 1 N 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
GAAGGTGTTTTTACTAGGGACCACGGTTTTTACAATCTCTGGTGAGGGGATTTTGAGAGAAGAATCGAGAGTGGAGGACATAATGATAGAGTAGAGTCATGTAACTTCGGGGGTAGAAAAGGGGTACCTACGGAG

""""-%---/¥W""—"">
- e

ATTTCCTATTAGGGAGGCATTTTTTTATTTTTTGTTTTTATTTTTTTCCGAGACGGAGTCTCGCTCTGTCGCCAAGGCTGGAGTGCAGTGGCGCGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCC
" 1 . 1 M 1 " 1 M 1 M 1 " 1 . 1 M 1 " 1 M 1 M 1 " 1 M

t T t T t T t T t T t T t T t T t T t T t T t T t T t
TAAAGGATAATCCCTCCGTAAAAAAATAAAAAACAAAAATAAAAAAAGGCTCTGCCTCAGAGCGAGACAGCGGTTCCGACCTCACGTCACCGCGCTAGAGCCGAGTGACGTTCGAGGCGGAGGGCCCAAGTGCGG

>
>

ATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGGTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGA
1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 " 1 " 1 M 1 M 1 " 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
TAAGAGGACGGAGTCGGAGGGCTCATCGACCCTGATGTCCGCGGGCGGTGATGCGGGCCGATTAAAAAACATAAAAATCATCTCTGCCCCAAAGTGGCACCATCGGTCCTACCAGAGCTAGAGGACTGGAGCACT

>
>

TCCGCCCGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCGTCATTTGGTATGTCTTAATGTGCCTCAGGACCTAGCACAGTCCCTGGTACCCAGTAGAGACCTATGTAATGTTC
N 1 M 1 N 1 M 1 N 1 N 1 M 1 M 1 N 1 M 1 M 1 N 1 M 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
AGGCGGGCGGAACCGGAGGGTTTCACGACCCTAATGTCCGCACTCGGTGGCGCGGGCCGGCAGTAAACCATACAGAATTACACGGAGTCCTGGATCGTGTCAGGGACCATGGGTCATCTCTGGATACATTACAAG

>
>

PCR Forward
G

ATTATTCAATTAATAAATACATGAATTAAAGAGTGAGAGTGGATTTTGTAATGTTACGACTGATAGAGAAATACTCAGTGATTCTAAGGGATGGGGAAGAACGGTTGGAGCTAGAGGTTGTGCTCAGGAAACTAT
1 M 1 M 1 . 1 M 1 + 1 M 1 . 1 M 1 . 1 . 1 M 1 . 1 . 1

T T T T T ¥ T T T T T T T T T T T T T T T T T T T T T
TAATAAGTTAATTATTTATGTACTTAATTTCTCACTCTCACCTAAAACATTACAATGCTGACTATCTCTTTATGAGTCACTAAGATTCCCTACCCCTTCTTGCCAACCTCGATCTCCAACACGAGTCCTTTGATA

>
>

7290

7425

7560

7695

7830

7965

8100

8235

8370

8505

8640

8775

8910

9045

9180



TAAATAGACGTTCCGCAGGAAGGGATTGACGAAGTGTGAGGTTAATGAGGAAGGGAAAATAGAATATAAAATTTGGTGGTGGAAAAGATCTGATTCATGATGCCGTGTCAGAGAGCAAAGCTCCTGTCCTTTTGG
" 1 M 1 i 1 " 1 M 1 M 1 " 1 M 1 i 1 " 1 M 1 M 1 " 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
ATTTATCTGCAAGGCGTCCTTCCCTAACTGCTTCACACTCCAATTACTCCTTCCCTTTTATCTTATATTTTAAACCACCACCTTTTCTAGACTAAGTACTACGGCACAGTCTCTCGTTTCGAGGACAGGAAAACC

Sanger Sequencing Primer
G

CCTAATTTGGTGATGCTGTTCTTGGGTCTACCACACCTCCTTTTGCCCTCCGCAGGAGCCTGTGTTGGAAGAGATGGTGATGGGCCTGGGCGTTTTGTTGTTGGTCTTCGTGCTGGGTCTGGGTCTGACCCCACC
L 1 L 1 L 3 'l 3 1 3 1 3 'l I 1 3 1 3 'l 3 1 3 1 3 'l 1 L
T T T T T T T T T T T T T T T T T T T T T T T T T T T
GGATTAAACCACTACGACAAGAACCCAGATGGTGTGGAGGAAAACGGGAGGCGTCCTCGGACACAACCTTCTCTACCACTACCCGGACCCGCAAAACAACAACCAGAAGCACGACCCAGACCCAGACTGGGGTGG

1 s s 5 s s s L 10 s L 15 20
ANGZDZ >

gRNA Protospacer
IGCACTATGATGCCAnACCACI

GACCCTGGCTCAGGATAACTCCAGGTACACACACTTCCTGACCCAGCACTATGATGCCAAACCACAGGGCCGGGATGACAGATACTGTGAAAGCATCATGAGGAGACGGGGCCTGACCTCACCCTGCAAAGACAT
M 1 A 1 . ! M ! s 1 s 1 N ! s 1 s 1 N ! s 1 s ! M 1 N
+ T + T t T T T T T T T T T T T T T T T T T T T T T T
CTGGGACCGAGTCCTATTGAGGTCCATGTGTGTGAAGGACTGGGTCGTGATACTACGGTTTGGTGTCCCGGCCCTACTGTCTATGACACTTTCGTAGTACTCCTCTGCCCCGGACTGGAGTGGGACGTTTCTGTA

I L L 25 L L L L 30 L ' s s 35 s s L s 40 s s s s 45 s s s s 50 s s L ' 55 ' ' s s 60 L s L L 65
Q O T T Ry D) AL Ki Pl @ 6 R, D D JRL W g E IS 1 Ml IR: 4Rl R, “GL Ik W Si P D I
ANG-202 >

Protospacer Sequence |:|

PAM

SNV

i; Donor Template SNV -> REV

CAACACATTTATTCATGGCAACAAGCGCAGCATCAAGGCCATCTGTGAAAACAAGAATGGAAACCCTCACAGAGAAAACCTAAGAATAAGCAAGTCTTCTTTCCAGGTCACCACTTGCAAGCTACATGGAGGTTC
1 1 1 1 1 1 1 1 1 1 1 1 1 1

T T T T T T T T T T T T T T
GTTGTGTAAATAAGTACCGTTGTTCGCGTCGTAGTTCCGGTAGACACTTTTGTTCTTACCTTTGGGAGTGTCTCTTTTGGATTCTTATTCGTTCAGAAGAAAGGTCCAGTGGTGAACGTTCGATGTACCTCCAAG

CCCCTGGCCTCCATGCCAGTACCGAGCCACAGCGGGGTTCAGAAACGTTGTTGTTGCTTGTGAAAATGGCTTACCTGTCCACTTGGATCAGTCAATTTTCCGTCGTCCGTAACCAGCGGGCCCCTGGTCAAGTGC

GGGGACCGGAGGTACGGTCATGGCTCGGTGTCGCCCCAAGTCTTTGCAACAACAACGAACACTTTTACCGAATGGACAGGTGAACCTAGTCAGTTAAAAGGCAGCAGGCATTGGTCGCCCGGGGACCAGTTCACG

L n L 115, L L L 120 ' s s 125 s s s 130 s s L 135 s s s 140 L s s 145 s s
P W P P C Q Y R A T A G F N v v v A C E N G L P V H L Q 1 F R [*]
ANG-202

TGGCTCTGCTGTCCTTGCCTTCCATTTCCCCTCTGCACCCAGAACAGTGGTGGCAACATTCATTGCCAAGGGCCCAAAGAAAGAGCTACCTGGACCTTTTGTTTTCTGTTTGACAACATGTTTAATAAATAAAAA
1 M 1 " 1 M 1 " 1 M 1 N 1 N 1 M 1 N 1 " 1 M 1 M 1 M 1

T T T T T . T B T ) T ¥ T . T T T . T B T ] T . T T T
ACCGAGACGACAGGAACGGAAGGTAAAGGGGAGACGTGGGTCTTGTCACCACCGTTGTAAGTAACGGTTCCCGGGTTTCTTTCTCGATGGACCTGGAAAACAAAAGACAAACTGTTGTACAAATTATTTATTTTT

>
>

TGTCTTGATATCAGTAAGAATCAGAGTCTTCTCACTGATTCTGGGCATATTGATCTTTCCCCCATTTTCTCTACTTGGCTGCTCCCTGAGAGGACTGCATAGGATAGAAATGCCTTTTTCTTTTCTTTTCGTTTT
1 1 1 1 1 1 1 1 1 1 1 1 1

T T T T T T T T T T T T T
ACAGAACTATAGTCATTCTTAGTCTCAGAAGAGTGACTAAGACCCGTATAACTAGAAAGGGGGTAAAAGAGATGAACCGACGAGGGACTCTCCTGACGTATCCTATCTTTACGGAAAAAGAAAAGAAAAGCAAAA

>
TUANG0z >

Z : PCR Reverse

TTTTTTTTTTTTTTTTGAGATGGAGTCTCACTCTGTCGCCCAGGCTTAAGTGCAATGGCACAATCTCGGCTCACTGCAACCTCTCTCTCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCCAAATAGCTGAGA
1 1 1 1 1 1 1 1 1 1 1 1 1 M 1

T T T T T T T T T T T T T T T
AAAAAAAAAAAAAAAACTCTACCTCAGAGTGAGACAGCGGGTCCGAATTCACGTTACCGTGTTAGAGCCGAGTGACGTTGGAGAGAGAGGACCCAAGTTCACTAAGAGGACGGAGTCGGAGGGTTTATCGACTCT

>

TTACAGGCATGCACCACCACACCTGGCTAATTTTTGTGTTTTTAGTAGAGACAGGGTTTCACCGTTTTGGCCAGGTTGGTCTTGAACTCCTGACCTCGGGAGATCCGCCCACCTTGGCCTCTCAAAGTGCTGGGA
1 1 1 1 1 1 1 1 1 1 1 1 1

T T T T T T T T T T T T T
AATGTCCGTACGTGGTGGTGTGGACCGATTAAAAACACAAAAATCATCTCTGTCCCAAAGTGGCAAAACCGGTCCAACCAGAACTTGAGGACTGGAGCCCTCTAGGCGGGTGGAACCGGAGAGTTTCACGACCCT

>

TTACAGGCATGAGCCACTGAGCCGGGCCACTTTTTCCTTATCAGTCAGTTTTTACAAGTCATTAGGGAGGTAGACTTTACCTCTCTGTGAAGGAAAGTATGGTATGTTGATCTACAGAGAGAGATGGAAAAATTC
1 M 1 + 1 M 1 N 1 M 1 M 1 M 1 M 1 M 1 M 1 + 1 M 1 N 1

T T T T T T T T T T T T T T T T T ¥ T T T T T ¥ T T T
AATGTCCGTACTCGGTGACTCGGCCCGGTGAAAAAGGAATAGTCAGTCAAAAATGTTCAGTAATCCCTCCATCTGAAATGGAGAGACACTTCCTTTCATACCATACAACTAGATGTCTCTCTCTACCTTTTTAAG

>

CAGGGCTCGTAGCTACTAAGCAGAATTTCCAAGATAGGCAAATTGTTTTTTCTGTCAAATAATAAGCTAATATTACTTCTACAAATATGAGACCTTGGAGAGAAGTTTCCAAGGACCAAGTACCAACATACCAAC
M 1 N 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N 1 N 1 N 1 M

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
GTCCCGAGCATCGATGATTCGTCTTAAAGGTTCTATCCGTTTAACAAAAAAGACAGTTTATTATTCGATTATAATGAAGATGTTTATACTCTGGAACCTCTCTTCAAAGGTTCCTGGTTCATGGTTGTATGGTTG

I EE———

AGATTATTATAGTTTCTCTCACTCTTACACACACACACACACATATACACATATGTAATCCAGCATGAATACCAAAATTCATTCAGGGTAGCCACCTTTTGTCTTAAGCGAGAGATAATTTTGATGTTTGAATGG
1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1 M 1

T T T T T T T T T T T T T T T T T ¥ T T T T T T T T T
TCTAATAATATCAAAGAGAGTGAGAATGTGTGTGTGTGTGTGTATATGTGTATACATTAGGTCGTACTTATGGTTTTAAGTAAGTCCCATCGGTGGAAAACAGAATTCGCTCTCTATTAAAACTACAAACTTACC

 EEEEE——

AATGCTCCCAGGATATTCTCTTGTCATGGTTATTTTATATAAAATTCAAAAACCAATTACATTATTTCCTCTGTAATCTTTTACTTTATCAACTAATGTCTGGCAAGTGTGATGTTTTGGGGAAGTTATAGAAGA
M 1 N 1 N 1 M 1 M 1 N 1 M 1 N 1 N 1 N 1 N 1 N 1 M 1 N

+ T t T t T + T t T t T + T t T t T + T t T t T + T t
TTACGAGGGTCCTATAAGAGAACAGTACCAATAAAATATATTTTAAGTTTTTGGTTAATGTAATAAAGGAGACATTAGAAAATGAAATAGTTGATTACAGACCGTTCACACTACAAAACCCCTTCAATATCTTCT

I EE———

9315

9450

9585

9720

9855

9990

10,125

10,260

10,395

10,530

10,665

10,800

10,935



TTCCGGCCAGGCGCTGTGGCTCACGCCTGTAATCCAGCACTTTGGGAAGCTGAGGCGGACAGATCACGAGGTCAAGAGATCAAGACCATCCTGGACAACATGGTGAAACCTTGTCTCTACTAAAAATGTGAAAAT
1 M 1 L 1 M 1 M 1 L 1 M 1 M 1 " 1 M 1 i 1 L 1 M 1 M 1

T T T T T T T T T T T T T T T T T T T T T T T T T T T
AAGGCCGGTCCGCGACACCGAGTGCGGACATTAGGTCGTGAAACCCTTCGACTCCGCCTGTCTAGTGCTCCAGTTCTCTAGTTCTGGTAGGACCTGTTGTACCACTTTGGAACAGAGATGATTTTTACACTTTTA

 EEEEEE——

TAGCTGGGCGTGGTGGCACACACCTATAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTAGGAGGCGGAGGTTGCACTGAGCCGAGATCACGCCACTGCACTCCAGCCTGGGCGACAGAGC
" 1 M 1 M 1 " 1 N 1 N 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M

T T T T T T T T T T T T T
ATCGACCCGCACCACCGTGTGTGGATATCAGGGTCGATGAGCCCTCCGACTCCGTCCTCTTAGCGAACTTGGATCCTCCGCCTCCAACGTGACTCGGCTCTAGTGCGGTGACGTGAGGTCGGACCCGCTGTCTCG

I EEEEEEEEE————

GAGACTCCATCTCAAAAAAAAAAAAAAAAGAAAGATCCCAGTTTATCCCAGTTTATCCCTTATTCTTCCTCAATTCTCAAGATTTGTTTTTAAGTTAACATAACTTAGGTTAACACACTCTTTGTAAAATACACT
1 1 1 1 1 1 1 1 1 1 1 1 1 M 1

T T T T T T T T T T T T T T T
CTCTGAGGTAGAGTTTTTTTTTTTTTTTTCTTTCTAGGGTCAAATAGGGTCAAATAGGGAATAAGAAGGAGTTAAGAGTTCTAAACAAAAATTCAATTGTATTGAATCCAATTGTGTGAGAAACATTTTATGTGA

 EEEEEE——

GTTCAATCTACAGACTCAGTGGTTAGCTTCCTGTTAACTAATTTCTGTTGACAGGTACTTGGATATTTTATTTAGAAAGTGGTTGCCAATAAATTAGTTATAAGTCGCCAGTTTCACTGCCTTGTGAACACATAA

CAAGTTAGATGTCTGAGTCACCAATCGAAGGACAATTGATTAAAGACAACTGTCCATGAACCTATAAAATAAATCTTTCACCAACGGTTATTTAATCAATATTCAGCGGTCAAAGTGACGGAACACTTGTGTATT

I EEEEEEEEE————

TTATTGTGGTCTCAGTATTCCCTATGGTGGCTTCTCCTGCTCCTGGTATTGCCCTGAAATGGGCCAAAAGCCGTGGCTCCCCAATACTCAGGTTATAGAACATTGTCCAGGTACCACCTAGGAGAGCCCAGCCTC
1 M 1 L 1 M 1 M 1 " 1 M 1 M 1 L 1 M 1 i 1 L 1 M 1 i 1

T T T T T T T T T T T T T T T T T ¥ T T T T T ¥ T T T
AATAACACCAGAGTCATAAGGGATACCACCGAAGAGGACGAGGACCATAACGGGACTTTACCCGGTTTTCGGCACCGAGGGGTTATGAGTCCAATATCTTGTAACAGGTCCATGGTGGATCCTCTCGGGTCGGAG

 EEEEEE——

ACTGAAAGTATTCAAATTTAGGAATGGGTTTGAGAAGTAGGTAGCTGGTATGTGCTTAGCACAAGAATCTCTCTTCCTTGGGTTAGTCTGTTTCAAAACTGAAAACACTGTCATTCCTTAAGAAAATAGGAAAAA
+ 1 N 1 M 1 + 1 M 1 M 1 : 1 M 1 N 1 + 1 N 1 M 1 + 1 N

+ T + T t T + T + T t T + T + T t T + T + T t T + T +
TGACTTTCATAAGTTTAAATCCTTACCCAAACTCTTCATCCATCGACCATACACGAATCGTGTTCTTAGAGAGAAGGAACCCAATCAGACAAAGTTTTGACTTTTGTGACAGTAAGGAATTCTTTTATCCTTTTT

I EEEEEEEEE————

GTATTCCAAACCTCTGTCACTAGAAAATTTGCCATATTACCAAATCTCAAAAACCTCTCAGGAAATGAGAAAGTCCCAGTTTCTGGTAAACTATTTGGGCCCTTTTCTCAAGTTCTCCAACCAGTGCTATTTCCT
1 i 1 L 1 M 1 M 1 " 1 M 1 i 1 " 1 M 1 M 1 " 1 M 1 M 1

T T T T T T T T T T T ¥ T T T T T ¥ T T T T T ¥ T T T
CATAAGGTTTGGAGACAGTGATCTTTTAAACGGTATAATGGTTTAGAGTTTTTGGAGAGTCCTTTACTCTTTCAGGGTCAAAGACCATTTGATAAACCCGGGAAAAGAGTTCAAGAGGTTGGTCACGATAAAGGA

 EEEEEE——

TGAGGTGAGGCAAAGTTACTCAAGATCATCGCTGCCACTCAAGGCCTTGATAGGGCAAGTGAAAGGCATGGACCATTATTATATTGATCACAGCATAAGCTGTGAAAACCCACATCTTCTCCAAACATCTGCTTG
: 1 M 1 N 1 : 1 M 1 N 1 : 1 N 1 M 1 + 1 N 1 M 1 + 1 M

T T T T T T T T T T T T T
ACTCCACTCCGTTTCAATGAGTTCTAGTAGCGACGGTGAGTTCCGGAACTATCCCGTTCACTTTCCGTACCTGGTAATAATATAACTAGTGTCGTATTCGACACTTTTGGGTGTAGAAGAGGTTTGTAGACGAAC

I EEEEEEEE————

GAGCATTATCATCGCATAGTTTGCTCTGGTGTTCAGGGAAATCGCTGTTTCATAGGAAATCACATGGCAGTGGGATGGGAGTGTTTCCTGACCTGCCGATGGTACTGGCACCTGAGCAAGCATTCCTAGTCCTTT
1 1 1 1 1 1 1 1 1 1 1 1 1 M 1

T T T T T T T T T T T T T T T
CTCGTAATAGTAGCGTATCAAACGAGACCACAAGTCCCTTTAGCGACAAAGTATCCTTTAGTGTACCGTCACCCTACCCTCACAAAGGACTGGACGGCTACCATGACCGTGGACTCGTTCGTAAGGATCAGGAAA

 EEEEEE——

TTGGTCTGGGCCTCTTGTTCTATCACAACCACAAGCTGTTTAAAATAAAACGTCAAGTCACAGGCAGGTCATTTTATCCTGCGTGAATCAATTGAAGAATTGAAGTCCTGGTCAGCTGTGATTGTTGGCTTTGCA

AACCAGACCCGGAGAACAAGATAGTGTTGGTGTTCGACAAATTTTATTTTGCAGTTCAGTGTCCGTCCAGTAAAATAGGACGCACTTAGTTAACTTCTTAACTTCAGGACCAGTCGACACTAACAACCGAAACGT

I EEEEEEEE————

AGGAAAAAGAAGGAACACTCCAAAATGCTAAATGCTTTGAAGAATAGTGACATGCAAGGAAGAAAATTCCATGCAATTTGGAGAAGAAACATTTTTCTAGGAATCTAGTAGCTGAGATATTTTATAGTTTAAAAA
1 i 1 L 1 M 1 i 1 " 1 M 1 M 1 L 1 M 1 M 1 " 1 M 1 M 1

T T T T T ¥ T T T T T ¥ T T T T T T T T T T T T T T T
TCCTTTTTCTTCCTTGTGAGGTTTTACGATTTACGAAACTTCTTATCACTGTACGTTCCTTCTTTTAAGGTACGTTAAACCTCTTCTTTGTAAAAAGATCCTTAGATCATCGACTCTATAAAATATCAAATTTTT

 EEEEEE——

CAGACTTCCAATATCTTGAGAATACAGTTAGCTCTACGAAATAAAGAGGAGTCAATAATATATGCAACTCTGTAGTCATTCATTATTTTATCCAGATTGACAGAAGCAGAGGAAACCAAGAAAAATGGAAGTGGT
: 1 M 1 M 1 M 1 N 1 N 1 : 1 M 1 N 1 : 1 N 1 N 1 + 1 M

+ T + T t T + T + T t T + T + T t T + T + T t T + T +
GTCTGAAGGTTATAGAACTCTTATGTCAATCGAGATGCTTTATTTCTCCTCAGTTATTATATACGTTGAGACATCAGTAAGTAATAAAATAGGTCTAACTGTCTTCGTCTCCTTTGGTTCTTTTTACCTTCACCA

"""»-"""""""""""">

AAAAAAAAAAAAATGCAGTAATTGCCAATATTTACTGAGCATTTACCCTGTGCTAGGCCTTGTTATAGGCGCTTAGATTGATTTTCTTTTCATAACATCCCTAAGAGGTAGGTATTACATGCTCATTTTGCTTAT
1 i 1 " 1 M 1 M 1 L 1 M 1 M 1 L 1 M 1 M 1 " 1 M 1 M 1

T T T T T ¥ T T T T T T T T T T T T T T T T T T T T T
TTTTTTTTTTTTTACGTCATTAACGGTTATAAATGACTCGTAAATGGGACACGATCCGGAACAATATCCGCGAATCTAACTAAAAGAAAAGTATTGTAGGGATTCTCCATCCATAATGTACGAGTAAAACGAATA

 EEEEEE——

GAGGAAATCTGCTGAGAGAGATTAAGTAATTTTCTCATGGTCACAGCCTCAGTCTTTTAGACCACGGTGTCAAAAGAAGTTCTTACTGTGAGTCAGGGTGGTGCAGTGGAGAAAGCGTTTGGGGAAAATCCTGAC
+ 1 N 1 N 1 M 1 N 1 M 1 : 1 N 1 N 1 + 1 N 1 N 1 + 1 M

T T T T T T T T T T T T T
CTCCTTTAGACGACTCTCTCTAATTCATTAAAAGAGTACCAGTGTCGGAGTCAGAAAATCTGGTGCCACAGTTTTCTTCAAGAATGACACTCAGTCCCACCACGTCACCTCTTTCGCAAACCCCTTTTAGGACTG

"""»-"""""""""""">

CCAAAAGTGTGCGTTGGGATGATGTGGAGATCATTCAATTTTCTCTTGTAGCTACAGCTTTGAGATGCACCCATTGGTATCCACACTGGCCTGCTGTCCTCAAATATTTCTCTATGTCTTGTTTACTTGAGTAGT
1 1 1 1 1 1 1 1 1 1 1 1 1 i 1

T T T T T T T T T T T T T T T
GGTTTTCACACGCAACCCTACTACACCTCTAGTAAGTTAAAAGAGAACATCGATGTCGAAACTCTACGTGGGTAACCATAGGTGTGACCGGACGACAGGAGTTTATAAAGAGATACAGAACAAATGAACTCATCA

 EEEEEE——

GCAGAAAAGCTGACGTCCTGGGTCTGCTCTCGCATGCATAGGTGAGGTTTTCTCTGTAGCTAGTCATCTTGCTAAACCATATTTTTGGTCACAAAGAATCAGGATGAGAGAAAGTAGATAAAACCATGGAAACTC

CGTCTTTTCGACTGCAGGACCCAGACGAGAGCGTACGTATCCACTCCAAAAGAGACATCGATCAGTAGAACGATTTGGTATAAAAACCAGTGTTTCTTAGTCCTACTCTCTTTCATCTATTTTGGTACCTTTGAG

I EEEEEEEE————

GAGGTGCCACCGGAAGAGCAAACCAAAGTATATTGATCTGCTGAAGCTATAATCCAAGTACTAAGTATACCTTCAGAAGTTGTATGCATTGTTCTTGGGGCAAAAAGGAAATCAAACATCTGCCCTTCCTCCCAC
1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1

T T T T T ¥ T T T T T ¥ T T T T T T T T T T T T T T T
CTCCACGGTGGCCTTCTCGTTTGGTTTCATATAACTAGACGACTTCGATATTAGGTTCATGATTCATATGGAAGTCTTCAACATACGTAACAAGAACCCCGTTTTTCCTTTAGTTTGTAGACGGGAAGGAGGGTG

 EEEEEE——

AACCTCTTTACTTCCCTCTCTTCCTAACACTGTATCTCACATCTACAGCTGCAGGCACACAGATATGACATACAGCTTGATATCTTTATGTGCAAAGGCAAAAGATGGCTATGGATATAGGAGGTGGCATTTAAA
M 1 M 1 M 1 M 1 N 1 N 1 + 1 M 1 M 1 + 1 N 1 N 1 M 1 N

+ T + T t T + T + T t T + T + T t T + T + T t T + T +
TTGGAGAAATGAAGGGAGAGAAGGATTGTGACATAGAGTGTAGATGTCGACGTCCGTGTGTCTATACTGTATGTCGAACTATAGAAATACACGTTTCCGTTTTCTACCGATACCTATATCCTCCACCGTAAATTT

"""»-"""""""""""">

AGAACAATATCCATGTTTGATACTGCTTTCATTATCAATAATGAAAAGGTAGCCTTTCAGCAGAACAAAGTAAGGTACAGGTCGTTTGGAAGCCATTTCAGTCATTCACACAGTGTGATCCACCATTACGAAGCA
1 M 1 " 1 M 1 i 1 " 1 M 1 M 1 L 1 M 1 i 1 " 1 M 1 M 1

T T T T T T T T T T T T T T T T T ¥ T T T T T T T T T
TCTTGTTATAGGTACAAACTATGACGAAAGTAATAGTTATTACTTTTCCATCGGAAAGTCGTCTTGTTTCATTCCATGTCCAGCAAACCTTCGGTAAAGTCAGTAAGTGTGTCACACTAGGTGGTAATGCTTCGT

 EEEEEE——

GAATTTGAAATCAAAAGACAATAGTACCCATATACATCAAACTAGGAGTTCAACTGGGGTCAGTCCTTGGACTGCACATACAGAGTTGGGCTGCCTGACTCTCAAAACATTGCCCTTGCTAATTTGCGTTGCTCA
M 1 N 1 M 1 : 1 M 1 M 1 : 1 M 1 N 1 : 1 N 1 M 1 M 1 N

T T T T T T T T T T T T T
CTTAAACTTTAGTTTTCTGTTATCATGGGTATATGTAGTTTGATCCTCAAGTTGACCCCAGTCAGGAACCTGACGTGTATGTCTCAACCCGACGGACTGAGAGTTTTGTAACGGGAACGATTAAACGCAACGAGT

I EEEEEEEE————

11,070

11,205

11,340

11,475

11,610

11,745

11,880

12,015

12,150

12,285

12,420

12,555

12,690

12,825

12,960

13,095

13,230

13,365

13,500

13,635



CTTCCTATTGAATCAGGGATGATTTTTCTTTGCTGTAGTGAATCAGCCCTGCTACACTGCAAGAATCAAGCCGATTCACAATTCACATCAATTCCAGGAGTGACGGCCAGATGGCAGCATCTGGCTAGTCAGTTG
1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 M 1 L 1 M 1 M 1

} + } + } + } + } + } + } + } + } + } + } + } + } + } 13,770
GAAGGATAACTTAGTCCCTACTAAAAAGAAACGACATCACTTAGTCGGGACGATGTGACGTTCTTAGTTCGGCTAAGTGTTAAGTGTAGTTAAGGTCCTCACTGCCGGTCTACCGTCGTAGACCGATCAGTCAAC

 EEEEEE——

GTGAGTGAGTCCACCTCCAGTCTTGATTAAACTCTGCTGCTGGGAAGTAGCAATTCTGAGCATAAATGTCTTTGATATCCTGAATATTTTGGGTGTGGGATGAGAGAGGCAGTAGATAGTGGAAAGAGCACAGGG

3 1 I 1 + L 3 1 I 1 + L 3 1 I 1 + L 3 1 I 1 + L 3 1 I

+ { + t $ } + { + t $ } + { + t $ } + { + t $ } + { + 13,905
CACTCACTCAGGTGGAGGTCAGAACTAATTTGAGACGACGACCCTTCATCGTTAAGACTCGTATTTACAGAAACTATAGGACTTATAAAACCCACACCCTACTCTCTCCGTCATCTATCACCTTTCTCGTGTCCC

I EEEEEEEEE————

TGTAGACTAAGATAGGCCTGGATTCCTTTCTTTAATCTGTCAATGAAAGCAATGAATGTTCTGAAACTACATGGCAATGCTTTTTTTGTTGCCACTCTGGCTTTTTTTTTTAATGCTATAAAATATATGCCTATT

L " L 1 L L L " L 1 L L L " L 1 L L L " L 1 L L L " L

} + } + } + } + } + } + } + } + } + } + } + } + } + } 14,040
ACATCTGATTCTATCCGGACCTAAGGAAAGAAATTAGACAGTTACTTTCGTTACTTACAAGACTTTGATGTACCGTTACGAAAAAAACAACGGTGAGACCGAAAAAAAAAATTACGATATTTTATATACGGATAA

 EEEEEE——

TTTCACTGCCAAGAGGTGACAACACAATGATGCTGCAACCAGAGAAGACAGACAGCTACCAACAACTATTGACAAGACAGAAGGAACATCAAGAATAGATGCAAGACAAAGCAATGTATCTCCATGGCCTAGATT
t 14,175
AAAGTGACGGTTCTCCACTGTTGTGTTACTACGACGTTGGTCTCTTCTGTCTGTCGATGGTTGTTGATAACTGTTCTGTCTTCCTTGTAGTTCTTATCTACGTTCTGTTTCGTTACATAGAGGTACCGGATCTAA

I EEEEEEEEE————

TTTTAGGTTATGCATAGAAACAGCAAGGAGAAGAAGACACAATCCAAGTTTTCTTTTGAGAATATTGTGCTGTTTAAATTTATTTTTTAAACATTTCTTAGCTTTTCTTATTAGTCAATTTCATAAGCCTGGGAA
1 i 1 " 1 M 1 M 1 " 1 M 1 M 1 " 1 M 1 i 1 " 1 M 1 M 1

{ + } + } + { + } + } + { + } + } + { + } + } + { + } 14,310
AAAATCCAATACGTATCTTTGTCGTTCCTCTTCTTCTGTGTTAGGTTCAAAAGAAAACTCTTATAACACGACAAATTTAAATAAAAAATTTGTAAAGAATCGAAAAGAATAATCAGTTAAAGTATTCGGACCCTT
ACATCTTTACTCTATCCATTTAATTGCATTTGTTCATTAGCTTACTCATTTCACTTATTAGTTCATTCAAACAGTAGCTATTATCAACTGTCTTCTAAGAACTGTAACTGGGTATTCTGGTTTTGCTTTTTTTTA

3 1 I 1 + L 3 1 I 1 + L 3 1 I 1 + L 3 1 I 1 + L 3 1 I

+ } + t + } + } + t + } + } + t + } + } + t + } + } + 14,445
TGTAGAAATGAGATAGGTAAATTAACGTAAACAAGTAATCGAATGAGTAAAGTGAATAATCAAGTAAGTTTGTCATCGATAATAGTTGACAGAAGATTCTTGACATTGACCCATAAGACCAAAACGAAAAAAAAT
AAAAATAGAATTAAAAGGATTTCCAAAAGGACCTGATTTTACATTAGAATTAGAATAATACATTTTAAATTAATGTATAACATATATTATTCTAGAATTAGAATAGATTTTAAATCACATTAGAATAATAGCCAC

L " L 1 L L L " L 1 L L L " L 1 L L L " L 1 L L L " L

14,580

T T T T T T T T T T T ¥ T T T T T T T T T T T T T T T
TTTTTATCTTAATTTTCCTAAAGGTTTTCCTGGACTAAAATGTAATCTTAATCTTATTATGTAAAATTTAATTACATATTGTATATAATAAGATCTTAATCTTATCTAAAATTTAGTGTAATCTTATTATCGGTG

 EEEEEE——

ATGACAAAAAAGAAAAGAAAAATAATAAAATTAATGACAAAGAAAAACAATAGTCATGTGAGAGGAAAGGCAAAGCCTAAATATTCCTCTGTCCTCTTCCTCCACCTAGATTCCCAGATGTAAGGTATTAAAAGT

3 1 I 1 + L 3 1 I 1 + L 3 1 I 1 + L 3 1 I 1 + L 3 1 I

+ { + t $ } + { + t $ } + { + t $ } + { + t $ } + { + 14,715
TACTGTTTTTTCTTTTCTTTTTATTATTTTAATTACTGTTTCTTTTTGTTATCAGTACACTCTCCTTTCCGTTTCGGATTTATAAGGAGACAGGAGAAGGAGGTGGATCTAAGGGTCTACATTCCATAATTTTCA

I EEEEEEEE————

|End (14,795)

AGTTTGTAAACTTTCTGTGACGTATGCTGAGTCTATCCAAACTGTCGGGAATTGGAGCCTCCCGGGAACCAAACACTCCC 3
L 1 L 1 1 L L 1 L 1 1 L L 1 L 1l
14,795
.

T ' T T T T T ' T T T T T T T 1
TCAAACATTTGAAAGACACTGCATACGACTCAGATAGGTTTGACAGCCCTTAACCTCGGAGGGCCCTTGGTTTGTGAGGG



~

Feature Location Size a £ Type

ANG 1 .. 14,795 14,795 bp =] = gene
/note = gene ENSG00000214274
Protein coding
ANG-201 1 .. 10,010 10,010 bp o - prim_transcript
/note = primary transcript ENST00000336811
RNASE4 384 .. 17,040 16,657 bp [m] bd gene
/note = gene ENSG00000258818
Protein coding
RNASE4-203 384 .. 17,040 16,657 bp =] = prim_transcript
/note = primary transcript ENST00000555835
Protein coding
RNASE4-201 407 .. 15,917 15,511 bp o - prim_transcript
/note = primary transcript ENST00000397995

Protein coding
411 .. 16,400 15,990 bp o - gene
/note = gene ENSG00000259171
Protein coding
411 .. 16,400 15,990 bp [m] - prim_transcript

/note = primary transcript ENST00000553909
Protein coding
ANG-203 438 .. 14,795 14,358 bp =] = prim_transcript
/note = primary transcript ENST00000554073
ANG-202 4588 .. 10,007 5420 bp [=] - prim_transcript
/note = primary transcript ENST00000397990
RNASE4-202 4606 .. 16,426 11,821 bp =] % prim_transcript
/note = primary transcript ENST00000555597
Protein coding
EGILA 9304 .. 22,944 13,641 bp =] = gene
/note = gene ENSG00000258451
IncRNA
EGILA-201 9304 .. 22,944 13,641 bp o - prim_transcript
/note = primary transcript ENST00000554286
IncRNA
ANG-201 9389 .. 9832 444 bp =] - CDS
/note = coding sequence ENSP00000336762
/translation = MVMGLGVLLLVFVLGLGLTPPTLAQDNSRYTHFLTQHYDAKPQGRDDRYCESIMRRRGLTSPCKDINTFIHGNKRSIKAICENKNGNPHRENLRISKSSFQVTTCKLHGGSPWPPCQYRATAGFRNVVVACENGLPVHLDQSIFRRP*
147 amino acids = 16.6 kDa
ANG-202 9389 .. 9832 444 bp =] g CDS
/note = coding sequence ENSP00000381077
/translation = MVMGLGVLLLVFVLGLGLTPPTLAQDNSRYTHFLTQHYDAKPQGRDDRYCESIMRRRGLTSPCKDINTFIHGNKRSIKAICENKNGNPHRENLRISKSSFQVTTCKLHGGSPWPPCQYRATAGFRNVVVACENGLPVHLDQSIFRRP*
147 amino acids = 16.6 kDa
Donor Template SNV>REV 9478 .. 9577 100 bp o (=] misc_feature
Protospacer Sequence 9496 .. 9515 20 bp -] [ misc_feature
SNV 9510 .. 9510 1 bp [m] — misc_feature
/note = REV=A
SNV =T

PAM 9516 .. 9518 3bp [m] = misc_feature



Primer Length (=) Binding Sites - Tm
PCR Forward 25-mer 9125 .. 9149 - 62°C
/sequence = GATTCTAAGGGATGGGGAAGAACGG
52% GC / 7860.2 Da
Sanger Sequencing Primer 20-mer 9369 .. 9388 e 58°C
/sequence = AGGAGCCTGTGTTGGAAGAG
55% GC / 6262.1 Da
Donor Template SNV -> REV 100-mer (] 9478 .. 9577 ~ 80°C
/sequence = GCAGGGTGAGGTCAGGCCCCGTCTCCTCATGATGCTTTCACAGTATCTGTCATCCCGGCCCTGTGGTTTGGCATCATAGTGCTGGGTCAGGAAGTGTGTG
57% GC / 30,918.0 Da
gRNA Protospacer 20-mer 9496 .. 9515 - 50°C
/sequence = GCACTATGATGCCATACCAC
50% GC / 6046.0 Da
PCR Reverse 25-mer 10,016 .. 10,040 ~ 58°C
/sequence = ATATGCCCAGAATCAGTGAGAAGAC

44% GC / 7708.1 Da

Date Added
May 12, 2022

May 12, 2022

May 12, 2022

May 12, 2022

May 12, 2022



